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COMPND 13 FRAGMENT: RECEPTOR-BINDING DOMAIN;
COMPND 14 SYNONYM: S GLYCOPROTEIN,E2,PEPLOMER PROTEIN,SPIKE GLYCOPROTEIN;
COMPND 15 ENGINEERED: YES

ObjectMolecule: Read secondary structure assignments.

ObjectMolecule: Read crystal symmetry information.

Ewch @ acs wADE wste ange hoad ace i whoe ehd & ete Hndhidmﬂ,. state 1.
» You clicked fpdb?dmuffoALA 344/7CA
Selector: selection "sele" defined with 5 atoms.
You clicked /pdb7dmu//B/THR 345/CA
Selector: selection “"sele" defined with 12 atoms.
You clicked /pdb7dmu//BfARG 346/CA
Selector: selection “"sele" defined with 23 atoms.
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7dmul ZIFE DR R TFREE (chain) NEENTULNST=8, chainT EICBEFZEZHE
chainfE A MY 09 <45

[121E]
AA=a1—4##: pdb7dmu > Color > by chain > by chain(elem C)Z&%21)w%

e« ChainIDT &Iz, 7,
b R b
e elem CZEAS L, RERF
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1. “Selecting”Z“Chains”’|ZZ 8

2. ACE2BN39)D1 ¥ H (BN mF)Z=0')vy

3. BAA=a—1: (sele) > Action > rename selection > EIRB F“ACE2-3N39” [ZZE X
X BIRE N (sele) DEFZE, EBERFBEMNEALEARHINTLEOIDTEE

Fenaming =ele to: ACEZ-3MH39_
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1. BAA=a21—H: pdb7dmu > Hide > everything (TR THRRZHIR)
2. HA=1—#: (ACE2-3N39) > Show > as > cartoon (ACE2-3N39%cartoonxR7R)
3. GA=a1—#: (RBD-1) > Show > as > cartoon (RBD-1%cartoonx&R7R)
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a—##: (ACE2-3N39) > Color > by element > “

1—1##: (RBD-1) > Color > by element > “C?ﬁ‘?i@@%@jé‘hﬁ”
a1—#H#: (ACE2-WT) > Color > by element > “CHYJ L — ODJE,O)féJJR”
a—1#&d: (RBD-2) > Color > by element >
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BAZa—H:
(RBD-2) > Action > align > to selection (*/CA) > RBD-1
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Executive: object "aln_RBD-2_to_RBED-1" Crl-'d‘l'l-'l'l

e Viewer EEBICERSIZTRTRT 5L,
BRHI T oA A MIIE>TULNS

e “aln RBD-2 to RBD #2389 5L,
BEDOERIRRIZES
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1. A=a—/\—: Wizard > Measurement > “HITELTI=L\2E5&H1)vH”
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