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Cartn_z

occupancy
B_iso_or_equiv
Cartn_x esd
Cartn_y esd
Cartn_z_esd
occupancy_esd
B_iso_or_equiv_esd
pdbx formal charge
auth seq id
auth_comp_id

auth asym id
auth_atom_id

pdbx PDB model num

id &L EFDIEHR

_atom_site. .
.label atom id (atom SItE)
_atom_site. -
_atom_site.
_atom site.
_atom_site.
_atom site.
_atom_site.
_atom_site.
_atom site.
_atom_site.
_atom site.
_atom_site.
_atom_site.
_atom site.
_atom_site.
_atom site.
_atom_site.
_atom_site.
_atom site.
_atom_site.
_atom site.
_atom_site.
_atom_site.

oo et St G -t o s S H B b [t L £ e i A e S
IATOM 2 0O 0 .ACEA11 ? 2.503 15.263 2.399 1.00 44.36 2 2 2 2 22 0 ACEAO 1 |
|ATOM__ 3 C__CH3 .. ACEA 11 __2.1.802 __17.070__3.818 _1.00.36.07 2.2 .2 2.2.2.0__ACE A CH3 1 1
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HXIF5-T7T—YDER
PDBx/mmCIFDO P &

FEWEITHTIVIHESN, BIZHTIIIET IL—TEEh TWE
ER l&‘g_l:ﬁi'%ﬂ@ﬁﬁ‘)lx—?"% EEDHE.FTRIT AHTIVDHZE
Z2IFFEY,

atom_group RFDREEIZET HIEHR

{5 : atom_site

chem_comp_group {ERFUAUREEIZET 51EH

51 : chem_comp

citation_group XHEhZBE 9 H1EHR
{51 : citation
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HXIF5-T7T—YDER
PDBx/mmCIFGDCP%

entity_group IEE&Y-7FIEITHIEH
{5 : entity. entity_poly (&% F).
entity_poly_seq (E25{E ) .
entity_src_gen GE{EFIREW) .
entity_src_nat(7FIREW) .
pdbx_entity_src_syn (A L&D F)
struct_group BEEEHR
{51l - struct_asym (FEXIFREANAL) | struct_biol (4
MR BAQI) | struct_ref (fthDBIEER) .
struct_conf(abtAA—>) . struct_sheet
(B —h) . struct_site GETEER L - HE#5
BEMIIELE)

©2018 PDBjiEE & licensed under CC 7% 4.0 EE



PDB;j

EXIF5 -T—9DEKH
PDBx/mmCIFEaRY > o

=D E

http://mmcif.pdbj.orqg/docs/tutorials/mechanics/pdbx-
mmcif-syntax.html

FEEDESR

http://mmcif.pdbj.org/dictionaries/mmcif pdbx v40.dic
/Index/

©2018 PDBjiEE & licensed under CC 7% 4.0 EE


http://mmcif.pdbj.org/docs/tutorials/mechanics/pdbx-mmcif-syntax.html
http://mmcif.pdbj.org/dictionaries/mmcif_pdbx_v40.dic/Index/

PDB;j

BEXII5-T—HYDER

PDBx/mmCIFd)&" &

« XAk B B 30E(STAR[Self-defining Text Archive and

Retrieval] 2 )

« B (WTIIVB+EFRR)ET/T—3av D,
« BJIEI_ITIRFS,

. ’5‘7‘\&7/7_'—’/3‘/@%ﬂ?ﬁﬁﬁ%ﬁﬂﬁ)é%élilirloop_ﬁ%
X THEYRLZE

ET Do

o BT DEBKRIEMMCIF dictionary TEZEINTLVS,
c BARAEEEOT—AREIATI)—1IZ&>TTIL—T1ES

nNTL%,

« EXERGLEF

L<I1Z http://mmcif.pdbj.org/
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BEIE - F—H DB
PDBML

abp=l) BER (T2t
<?xml version="1.0" encoding="UTF-8" ?> E £§$ _I_ v@

<PDBx:datablock datablockName="1BAB"
xmlns:PDBx="http://pdbml.pdb.org/schema/pdbx-v40.xsd" L ________
xmlns:xsi="http://www.w3.0rg/2001/XMLSchema-instance"
xsi:schemalocation="http://pdbml.pdb.org/schema/pdbx-v40.xsd pdbx-v40.xsd">

<PDBx:atom siteCategory>

1

i <PDBx:B_iso_or_equiv>31.31</PDBx:B_iso_or_equiv>
: <PDBx:Cartn_x>2.779</PDBx:Cartn_x>

! <PDBx:Cartn_y>16.023</PDBx:Cartn_y>

! <PDBx:Cartn_z>3.370</PDBx:Cartn_z>

! <PDBx:auth_asym_id>A</PDBx:auth_asym id>

! <PDBx:auth_atom_id>C</PDBx:auth_atom id>

! <PDBx:auth_ comp_id>ACE</PDBx:auth_comp_ id>
! <PDBx:auth_seq_ id>0</PDBx:auth_seq_id>

! <PDBx:group_PDB>ATOM</PDBx:group PDB>
i
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1

1

1

1

1

1

1

1

1

1

1

1

1

1

1

1

1

1

:
<PDBx:label_alt_id xsi:nil="true" /> |
<PDBx:label_asym_ id>A</PDBx:label_asym id> |
<PDBx:label atom_ id>C</PDBx:label atom id> i
<PDBx:label_comp_id>ACE</PDBx:label comp_ id> :
<PDBx:label_entity id>1</PDBx:label entity id> |
<PDBx:occupancy>1.00</PDBx:occupancy> !

T

|

1

1

<PDBx:type_symbol>(C</PDBx:type symbol>
</PDBx:atom_site>

</PDBx:atom_siteCategory>
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XI5 -T—-H9DEKX
PDBM Ld)ﬁ%g

« M AR B H3GE(XML)

e PDBX/mmCIFZXMLIZEHERLT-£ D

o XMLIZEKY—RERIE DA —VI=hN,
PDBX/mmMCIF&Y 7ML A AN KELLS

« XMLEZDE! LPDBMLADXML Schema TE &
SN TULVS (FT D ERRIZPDBx/mmCIFH S HE
HAKEINTLVS, )

018 PDBjEEE = licensed u CC 7R 4.0 EIF



PDBj
BET6 - IHBET—2 DEHUE

EEBEFEINTUM)—8

L1970 - 240
1% | 0%

u Xt SRR
rﬁ'/&NMR
123253 - BFIEMER
90% = Z0th

§1137692(2018/02/14337E)
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XHRHS Ga BT

D FDIEBEIY, ENIXEE L TTHELNHEFTE,NLE
EFHRZERFH

€31
DFEDHFIAEN
[3}EFT]

ERE2DRENDHS
ERREDDIFNERATHELTODIRELRIL LIRS
L)
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BRNMR (B IEIR)

o NFDBIT=BRICHIEZEENTS

« BEHINITHOEREF(CH, BCHE) XRFES LICERLE
B CRFERAREEFNETH

- FCRR#BMTCHISZRELSEHEHEIFEETERLIKD WYX
OREMNEE S

« BEFOEESKRELEIZE > TEFOREHIZILIT NS L
= TR)
EEZETICHAODONAMRIBEICRIE,

M1 X2
[&Fh)
1 LA LV Ay VA A
[%EFh)

FFEIZHIFIHY (~40kDa)
BCREZFZEOMBENEDL
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EFEMERE (BRFEENT)

1R FOEFHEMBESEEL-{SALEST. EOTEHINLTFD
_L17H§J_€'n'l'ﬁ'§'%>><1

[&Fh)

it A Ay A A

RELUDFNEE
DAIWNARFLEERMEDBE VR FNEFE
(%5 FT]

— AR I ZFRIREE AVELD
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SRIBW

3 B R TSR0 LU HHEE M ) AT 0L F5 AL, 20114,
[SBN 978-4-7809-0842-8
xe eRESIEN - Wikipedia

https://ja.wikipedia.org/wiki/£Z fss 5 F e
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