AR F DT FNMRT—F 37 (BMRB) HiR—%)1L¥A b
T— YN, BT, T— Y R—ADIEH
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PDB j —BMRB 7' )L — 7" D #EA

Biological Magnetic Resonance Bank

AN

T DNMRT — & X— A

Wisconsin KeFEMadison P D3 EH &
EZNL RN ETEITRSTED

7Y T

=

IZPDB j 23 HYM LT\ 4

BMRB ZwwPDB (world wide Protein Data Bank)
WL CTw 2 AMED S Ho—>
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WEOARTLDREW SIS D B

SPDB

PROTEIN DATA BANK

The worldwide Protein Data Bank

www.wwPDB.org * info@wwPDB.org

PROTEIN DATA BANK - xPROTElN DATA BANK FUROPE

Research Collaboratory for Protein Data Bank in Europe
Structural Bioinformatics pdbe.org
www.pdb.org EMB S J

Wellcome Trust,

NSF, NIGMS, DOE, BBSRC, NIGMS, EU rotein Data Bank Jaj

NLM, NCI, NINDS,
NIDDK BMRB Protein Data Bank Japan
www.pdbj.o
BioMagResBank ks gl

www.bmrb.wisc.edu

NLM
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English

PDBj
S T

PDBj-BMRB T3 4B FONMRERT — ¥ OBBE(N « AMEPDBj/IL—TO—BELTIT>TWET,

BMRB Search Deposit Data BMRB Database
=3
Retrieve entry by BMRB accession No. ADIT'NM R ;‘,’2.%’; | Osaka site PDBJ
search ‘ ‘
. | e
(®) Accession number () Deposition code EHHHFONVRERT — 5 OBRIETE S, » ‘
FREODNFRREACCNOTRET L ERETEET, BMRBY =z 7HA hEZE5,
BMRB
Retrieve by keywords [Google]
SMS-Dep SMSDeD
Search smﬂluh R R LDWIDE
(=) BMRB Database () www ESTREASTFONMRERE T nu:mrh 7{73 > mﬂ!’?gg

Contents BDC
Over view of the Submitting “ ADIT-NMR FAQ 9

Submission Process data or H

SMS-Dep K< HUSNBTHLE

BMRB(Z—5/t0 )N | B8RY 1 FADIT-NMRD EEHTVET

F—SBROMN -@- W, BRAR EESICBRTERED

NMR Tool BOX BMRBxTool Tool List ‘ Contact us x

BRI — ) F—yR—RERY - Validation Tool BHLEbHY ?

Deposit Tool
. PDBj-BMRB Tool . .

Information

. WHEBEDHF 4% EBMRBE DB L 394 F

Feb. 04-2013 201342868 X#IC ADIT-NMRIZ TPDBIY

o BAERICHRBH 258H21ED» LIy F— b OfRft

” « Y7Lyt ‘T%E%?(M?&%ﬁ“\ﬁﬁi
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a2 R U 725 de it

BREDER KL< BBIBEVAEDE
° 1.BMRB>—HDRE + BHKCDT
& 02— ’SW N ’%ij‘ ER[EDWT
ABIETORBMMIL 014,
ERFSRTEY. AR 1FTY ° 5.

‘ i aa ‘— 15ka%k. AMAMShET

N 1.BMRBZ —5 OWE - BHICDONT

SRES
PDB ID:XXXX, RCSB ID:rcsbXXXXXX
BMRB ID:XXXXX, SMS IDXXXXX

O 11 99 TERETZOTIN, ESLEBVNTIH.

SMSubmitting dataz VU 793¢ T—HBRDFIESHTRVERITET.
BlETId. TR BHT BT 7L +° ADIT-NMR AANERICDOVWTOER] oElsEE TLET,

i PDB T—HLE E
i
: l i T BEOBC. BELTOEESEVEE
i ! ERNSANETOIO-Fr—h
! I T ' Al : REECANT 3ERD—RE
: ;
1 =] \L [ 1-2 ADIT-NMROEEAEERD N
BRABTOMRE | BMRB 7—5L3E [ 1-3 NMR-STARTA—Ty MCOWTH LDV,
B, F—AOEESHHZEE, T o 7s0BaRONRE

[ 1-4 NMRIBIST 7 (AELCPDBRIBAH T, ZOWISEBSBIHICITONMRRET —FEBMRBICRRLE.

[ 1-5 NMRES5—(IBCBMRBEREH T, ZORBNSE/-NMRIZIET —H%PDBICBRLE.

HYEATALURISRIELTTSL HEHT—2ERL
mmrr
17 B> TH

ERENSRENGMES---

BHFELITGYES BRE1EF) PDB/BMRB BR=TT
/ ABA%5 (On-Hold)

BRETHRIZ. ADIT-NMRETIXEETELEEA

[ 1-6 BFFBMRB - PDBEFEFIAL T, HULINMRF—HEBRUEW.

[ 1-7 BMEFBMRBRRONBEEE LIV

B 1-8 BEPDBRBRONBEEELEW.

€ = = e e e o e e e e e o = = = e e e e e e e = e =

F—AOEM-HE L, POBMBMREATER T v 25 —9DRE - REY—EZCDONT
NI
I @ 2-1 885 SOLMBREEDLS CRETEET .
BTN GRRORMBELLLY @ 2-2 BMRBESOIBRAER TS
l l [ 2-3 BXCEHINTVEBMRBESFEEABMSNTOER A WIHEABSNSAHDET .
RELLAMEHERI-LI-E. BMTAMLEYET

m ﬂ 2-4 PDBRHEWMD FIFZ(WITHDRAWN)D T I 1, BIiEY ZBMRBEZREMD FIF34BENSHDEITH
LT OB AL BMRBAT EH T

-ﬁih‘f‘ﬂ;‘iﬁm‘?fwU‘Flfr:uia‘.; o @ 2-5 ft5— 5"~ 20BBF—H [CEHELZNMRERS —H%EREVOTI A, BMRBERESHHDFEA
CEXIEAREhTAA, BMRBTIZRAMDIEE
-BMRBI M) —DRFERDHI-WNES &

BMRB%##DFi LIz 2T X HarBRVwEHLE FAQ
INSTITUTE for ’

QW PROTEIN RESEARCH
OSAKA UNIVERSITY




HCEEE X

* Study NMR experiments and samples —
« 01. Deposit data files P P LEERY 7 b TF—9OREA

e 02. Entry information

« 03. Citations 13. NMR experiments and samples O NMR-STARF > 7L — h OF

* 04. Ligands, cofactors, etc EROTFANE, FFAMIF I ExcelZE THAZET,

¢ 05. Molecular entity ZOBERT Y ERBOLITE> LT RTONMRIZICH L T,

« 06. Molecular assembly ZNETRRLE B, THORE, THESE, 2METIIEO—EREERLET, NMR-STARF > 7L-— k2, loop THMED, stop TEHIMERICHE>TVWET,

« 07. Natural source loopDRICIE, F—F OMEERT 7, PRAFMCYYE, ZOTIK, F—9HTAMARCLATVET,
« 08. Experimental source " r

© 09 Some SO S

« 10. Sample conditions

NMRERICE L TREFRALBNIET ZIKEBALET, (#1)

11. Softw. di ipti
N ottware descriptons [ : The structure was determined using a combination of NOE and residual dipolar coupling data.]

* 12. NMR spectrometer list

1
« 13. NMR experiments and oo “Aton_ches_shift.1D
Entity_asseably_ID

samples " " .Comp_index_I0

* 14. NMR experiment details Experiment list f: :(h o0

« 15. Chemical shift INMR experiment name l"“:g: ‘gofou nusber

. Aow_| ul

references ZONMRAIEZD—REHE TINT IV AR SERHEZWEAALET,

16. Assigned chemical shifts |[8 : 2D TH-15N HSQC]
HU. ALAREERLGIRBHCH U TR BB UTOKSCRBALTLEEW,

Ten fi_of_merit
ty_code

ncy

[# : 2D 1H-15N HSQC No.1 , sample_1] s
[#) : 2D TH-15N HSQC No.2 , sample_2] 1 : mg nA 2 : ¢ !
[Time-domain data provided i : mg :g] 2 : ¢ !
ZONMRAIETRSNIFIDT 7 M LORFETRSHESHERLET, 2 PoMe Mmool !
[#1 : yes] 1 1 KIS HE2 H 1 e i

8 1 HS ¢ ¢ 13 @ 1
Sample label ?U : :}§ % g :g P ;
ZONMRAIEI & DERBHCH L THBRDNIODERLET, i 1 OKS 06 ¢ 13 e i

H7TY TSamples TAHUIEBOBEEORICH U TATHLHEANLET,

BFICUFIOEETEALL SRR, TV YR ORCEOLHNERENTNZOT, 4. 57 OBH
BHTZEOERRUET,

[ : sample_1] o _Atom_chem_shiftVal:
Sample state {227 FOfliZppmDBLATRALET, HMWRZCEMLTILZ W,
ZDREARTOEGESFHANMREE THRIEI N5, BMRETREREZSNLIOXZHEZDEZMORVET, (B) 2190&2198E
EIEZNCFANTHIIRANTH I ERLET .

~-pull down-- &

¢ _Atom_chem_shiftVal err:
L2277 MECHTHREORML D (ppm) ZREALET,
COfliEBMRB{ERY 1 b (ADIT-NMR) OFT, ## (1HP13C, 156N&E) RRANICERT I EHTERT,
FIZE, TRTOTHEHN U TRER 002" THAHCHET A LB TEET,
EORERCOBBCUWERATIHERHDHEA,

Sample conditions label

* _Atom_chem_shift Ambiguity :
ambiguity & (2, BERE, FERE EVS KT,
Ambiguity Code & i2, RFEHTHELY T FORBOFEEERT

(EW) 7 TL— bk NCREMDSIAZTNEITHY, ST HRES

ADIT-NMR £ AS%EB D gt B2 7 v F—%7 74 Jmﬁfﬁjzﬁﬁz
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Web 7 7 W7

‘J Biological Magnetic Data Bank
L A Repository NMR Proteins, Peptides, Nucleic Acids, and other Bic
- BMRBDB
m NMR Data Visualizations (see more) data The BMRB project
? Mission statement
BMRB Team
BMRB
HTCondor
NMRFAM
PDBj-BMRB
[ Google search Citing BMRB
Home
About BMRB ot " " : " " n
Search Events select distinct cast(T0."ID" as integer) as "EntryID",T0."Title" as
Validation Tool: ISMAR
D:;ni\\wng‘a\:us Visualization options: Single-entry, Two-entr, Restraints by PDB ID, Chem shift histograms, ICMRBS "Entr Tlﬂe h — " i ol " — " C" Tl "Ph 75ical state"
NMR Statistics Visualization server BN AR 2013 y- 5 N } =

Spectroscopists' Comer Visualization tutorial videos

as "Entity_ SQL 7 LY tity_assembly" T1 on

CS-Roseta structure calculation " . "
Educational Outreach ~k
Dot Fomas Search BMRB 'T'1."Physical_state
Links to Extemal Ste
TP Access Advanced Search

CS-Rosetta structures for BMRB entries. TO "ID” :T
Dala visualization server .
BMRB Mirror Sites

STARch file conversion
Ambiguity code assignment

R 'denatured' order by cast(T0."ID" as integer)

. nomendlature check
would like to run on the BMRB database, please e-mail
u

BMRB data listed by
Value to search for Display Macromolecular types

NMR spectral parameters
Kinetics

) Thermodynamics

& Restraints )

9 e eoecule siuctures Entry.ID Entry.Title
Output @HTML () CSV (inline Solid-state NMR

Unfolded proteins
Search | [ Clear

Search BMRB

68 Sequential 1H NMR Assignments and Secondary Structure Identification of Human

1520 Characterization of a Partially Denatured State of a Protein by Two-Dimensional NI
of the Hydrophobic Interactions in Ubiquitin

How to use this form (please read this first)

Entry information | Citations = Molecular assembly ~ Experimental descriptions = NMR parameters ~ Kinetic data = Thermodynamic data = Structure determination 25 Fast Internal Main-Chain Dynamics of Human Ubiquitin
Fast Internal Main-Chain Dynamics of Human Ubiquitin
, 13C and 15N Assignments of Ubiquitin Unfolded in 8M Urea, pH2 and Analysis

Contact brrbhelp@!

Copyright © The B
Copi OlTe ol Entry information

Entry | Entry author = SG project = Entry src ~ Struct keywords ~ Data set = Datum = Release ift Dispersion in Unfolded Proteins

o Entry 1D ¥ display Solution Structure of ThiS and Implications for the Evolutionary Roots of Ubiquitin

o Title ublquitin M display Solution structure of the designed hydrophobic core mutant of ubiquitin, 1D7
Submission date ¥ displa

:Exmmenta, ;etm = disz,a; 4769 Backbone 1H, 13C and 15N assignments for yeast ubiquitin at pH 7.5

o Experimental method subtype |~ display 7’_ r human ubiquitin-conjugating enzyme 2b (HsUbc2b)

o Status cose ety GUI % }ﬁ | T @% iy @% Properties of a Dimeric N-terminal Fragment of Human Ubiquitin

Database ©BMRB ) metabolomics

b§mﬁz c, 3C, and 15N chemical shifts for human recombinant ubiquitin in rev
uv- lof ubiquitin-like domain in Parkin: Gene product of familial Parkinsor

elolvly rarRm omas nie Rpn10 subunit of 26S proteasomes with the ubiquitin-like domain
Lookior: _Enty.Tie =" ubqutn’ 5594 Structural insights into the U-box, a domain associated with multi-ubiquitination
Structure and Ubiquitin Interactions of the Conserved NZF Domain of Npl4

6128 Structure of At3g01050.1, a ubiquitin-fold protein from Arabidopsis thaliana

6176 Solution structure of a ubiquitin-like domain of tubulin-folding cofactor B
INSTITUTE for ’
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Display: count, _Entry.ID, _Entry.Tite, _Entry.Submission_date 5669
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ZHIREED 2 X F o DR

Search BMRB

How to use this form (please read this first)

Entry information Citations

Kinetic data Thermodynamic data

Chem comp Entit

Assembly Assembly type

@ Experimental data renarted

bdenaturec'

Molecular assembly

Natural source

Entity assembly

Experimental descriptions NMR parameters

etermination

Experimental source

Bond

w [ display

Aimnlaa

— ]

e Physical state
e Conforma
@ Chemical exchange state

@ Magnetically equivalent group
e Entry ID

Mole b onte po e a ofacto etal io

IAssembly component name

ERASFORAZLALVET . CCTRESKZENT 3D TFOREAROSFORINETSNET .
BIZIE2DDERA AN ERSHFEHEELTVZEE.

“Zn2+ No0.1"Zn2+ No.2"DX D (CXFILTLZZE W,

[45] : Cyt.c peptide, heme]

Molecular entity name to assign to this assembly component

RS IR —F YA
b DfiFE A S S o

LU\.”\ LA LIS = b LU/ I

’ Display: , _EntryID, _Entry Title, _Entity_assembly Physical_state
INSTITUTE for
Q@ PROTEIN RESEARCH
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735" TMolecular entity] ¢ [Brief molecule name or acronym (label)] IEBETAA L
ERSDTRUAS R 2B ACOEFEZALET.

BECAA LIZBERTIAIDUURMNIBEENTVBOT. ZORNSERUET.
RESAI—DEDICALEE (88) BRI THRETICH32D0EFS5FIIAUIDOEFEET T &ICR3
TL&£ D,

[451 : HIV protease polypeptide]

NMR experimental data reported

SEOERTNMRERS —F2EHRIT3ED(C lyes] ZBERUET.

Physical state (biopolymers only)

COEARSHFOMENREZRTELRENZ. TSI U MSERSZVIIBRICEALEY.

denatured--ZHiARE
--pull down--
hatveRERE SN

denatured--Z1HIARE
molten globule--FLLIREE FT. 'cis'&'trans'd
unfolded--3i DIZlzAHBEE ESRVRRE  NIZBARINICHETBITLL D,

53 ENMRRNT ML TEEIZNTZES(R Tyes] ZEBRUET.

HBE. REERTBIIILI-IAN—AT l;élpha-D-ﬁJ LO—XRTHATlEbeta-D-J)LO—ADBERE,




oL N iy
R R

IM

Entity assembly.Physical
Entry.ID Entry.Title state

4375 1H. 13C and 15N Assignments of Ubiquitin Unfolded in 8M Urea, pH2 and Analysis of Chemical shift Dispersion in Unfolded denatured

Proteins
15047  Ubiquitin in 8 M Urea denatured
16626 Backbone and stereospecific beta-sidechain assignments of 1H, 13C and 15N for Ubiquitin Unfolded in 8M Urea, pH2.5. denatured

18610 1H, 13C and 15N assignments of Ubiquitin for both folded and denatured states at 258K and 2500 bar denatured

Found 4 row(s)

SQL query was:
select distinct cast(T0.”ID” as integer) as "Entry.1D".T0."Title" as "Entry.Ti
“Entity_assembly” T1 on T0."ID"=T1.”Entry_ID" where T0."Title” "% “ubiquitin’ an

cal_state” as "Entity_assembly.Physical_state” from “Entry” T0 join
ical_state” "# "denatured” order by cast(T0."ID" as integer)

Member of
Biological Magnetic Resonance Data Bank P
@
ARepository for Data from NMR. Proteins, Peptides, Nucleic Acids, and other Biomolecules rhavaiy SaTaiRanE
BMRB Entry 5387
>» » PDB ID: 18] BMRB number (exsisin)
Erryn MR Resranis Grid 5387 (o
/s Chem St vaidaton: AVS ful, LACS

~

Ciick image to activate.
=T ’ NMR-STAR v3.1 fie: breG367.str Data Visualzations

NMR-STAR v2.1 fil: bmr5387.str

Home
Search
Valdation Tools
Deposit Data
NMR Statistics Title: Complote 1H, 13C, and for human ubiquitin in PublMed: 11456950
‘Spectroscopists' Corner
Programmers’ Corner

Authors: Babu, Charles; Flynn, Peter; Wand, A. Joshua

Metabolomics Giation: B, Chariss: iy, Potr fand, . ~alkaion f ot iucur fom poparaiors of encapsaod roiins dissohod i v viscosty ™ J
Educational Outreach Am. Chem. Soc. 123, 2691-2692 (2001).

NMR Data Formats

Usetul NMR Lee Assembly membors:

L8 of TN Lks ubiquitin, polymer, 76 rosidues, 8565 Da.

Ste Map

FTP Access Natural source: Common Name: Human Taxonomy ID: 9606 Superkingdom: Eukaryota Kingdom: Metazoa Genus/species: Homo sapiens

Experimental source: Production method: recombinant technology Host organism: Escherichia coll

Data sots: Data type Count
1H chemicalshis 576
13C chemicalshifts 340
15N chemicalshifts 82

« assigned_chemical_shifts
o shil_sef

Additional metadata:

Rolated Database Links:

BMRD 1150515047 15410 15600 15006 15007 16220 16502 10020 16763 16000 16005 10095 17059 17181 17230 17300 17430 17769 17819
858

<)
2

o
2
=3

[

]
]

[

o
&

=)
R
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\o\\

5

8 RS2 Y — IV MagRO

o 7 F IV
s MMHIEDESETF = v 7

e BMRB&E &+

N\ Atom CS-Editor

LEU108-HA - Save
Assign-Type 13C-al 90°5> Jump.
- bl |
Chemical Shift

N\ CSAM Path: fkbpme
Pugins: | ImportzExport | Toois | i :PDB

FE

N \\

5

Y Dt

X c13noe-ar

]+ W] & +] 2]

7810 1.851 5.499 -1.015 18494

Sync-Ju

Molecule: Show chains
Chain: Sequence
Strips: Sequential ] Intra-residual I

Resid:  [LEU” 4| )} [i08 4| pJFA

list

Syncd: i gap +:[0
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ing fake authentication datg

3|
10a/9n
4
5
8a/108n
6l
7|
=] 09N/ 108N
3 ~27n/108n
107n/108n
2

28n/108n
78n/9n

6)S cp final.pddo /mnt/tera/
6]$ cp final.pdo /mnt/tera/

/home/hattori/MagRO_NVRV
'home/hattori/MagRO_NMRView,

: build 2: recall

s for Starup GUI
ed.
will be terminated.

remote host 192.168.11.15
-1 hattori 192.168.11.15
sword:

0:41 2013 from 192.168.11.2
.sh
‘home/hattori/NV/fkbpme/matr

/home/hattori/MagRO_NVRV

‘home/hattori/MagRO_NMRView.

: build 2: recall

s for Starup GUI
ed.
will be terminated.

@8 a/98e1

s ]

hsqc  Sync-Jum

o o e | e

N\ MagRO-NMRView) MAGRO version ver
i | patwsor windows  peaks | weR || vmenu |

A N
n: 2.1 file:cyana20130117/cycle7.noa

Peaklabel] PSR | Summary| Sotup| Gose
Moe: [2752 ijsm: i Aliph 90°>>

]

4

T T |

N chsge  Sync-Jump:

viol<[000  viol> 3300 i :No corr | :Diag
_w]wl Peaks: Psunnﬂ!‘_][n

28.751 ppm)




XML D2 — )L BMRBxTool

NMR-STAR v3

_Atom_chem_shift.Comp_ID
_Atom_chem_shift.Atom_ID
_Atom_chem_shift.Atom_type
_Atom_chem_shift.Atom_isotope_number
_Atom_chem_shift.Val
_Atom_chem_shift.Val_err
_Atom_chem_shift.Assign_fig_of_merit
_Atom_chem_shift.Ambiguity_code
_Atom_chem_shift.Occupancy
_Atom_chem_shift.Resonance_ID
_Atom_chem_shift.Auth_entity_assembly_ID
_Atom_chem_shift.Auth_seq_ID
_Atom_chem_shift.Auth_comp_ID
_Atom_chem_shift.Auth_atom_ID
_Atom_chem_shift.Details
_Atom_chem_shift.Entry_ID
_Atom_chem_shift.Assigned_chem_shift_list_ID
1.11 3
11

3 ASP H 1 8.560 0.03 . 1
7 - 3 3 ASP H 1

4.480 0.03 . 1

BMRB/XML

nirclacegory>
Assigned ckem shift_list_ID="1" Entry_ID="15400"
</nmrstar ity
”»0<vnﬂ"sta -
Atom_ID>
ber>1</nmrstar:Aton
:Atom_type>
</nmrstar:Auth
</nmrstar:Autt
>3</nmrstar:Aut
</nmrstar:Co
_ID>3</nmrstar:
nmrstar:Entity_ID>

ly_ID>1< nﬂ"Sta":L“iLiwiiiiéfth ID>

<nmrstar:Atom_chen
<nmrstar:Aton

<nmrstar:Amb
<nmrstar:
<nmrstar:
<nmrstar:/
<nmrstar:/
<nmrstar:Aut
<nmrstar:Auth
<nmrstar:A

HA : 15400 1 <nmrstar:Val_err>0.03</nmrstar:Val_err>

Assigned c}em shift_list_ID="1"
</nmrstar
)>@</nmr sta “

Entry_ID="15400"

- LA
ENENER: N

7 F—<v b
A3 |

nmrstar:Atom_ID>

<nmrstar: _number>1</nmrstar:Atom_isotope_number
<nmrstar: </nmrstar:Atom_type>
<nmrstar:Auth_atc /nmrstar:Auth_atom

ID>HA<
L[ </nmrstar:Auth
</nmrstar:Aut
</nmrstar:Comp_

<nmrstar:Auth
<nmrstar:Auth
<nmrstar:C

<nmrstar:Comp [D>3</nmrstar: |ndex_I
<nmrstar:Entity nmrstar:Entity_ID>
tity_ L\w,A,»1~ nmrstar tity_assembly_IC

<nmrstar:Ent

INSTITUTE for ’
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<nmrstar:
<nmrstar

nmﬂsta f_ID>

<nmrstar:Val>4.480</ nﬂﬂsta Val>
<nmrstar:Val_err: 0 03 /nmrstar:Val_errs
</nmrstar:Atom_chem_sh L*i»

ID="1">

ID="2">
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English
PDBj-BMRB T3 &£ & @S FONMRER T — 5 OHBRFEN - AFHEPDB/L—TO—BELTIToTWET,
BMRB Search Deposit Data BMRB Database
=2
Retrieve entry by BMRB accession No. ! \ Osaka site
sove | (ADIT-NMR D2\l ; PDBj
search ML
- BMRB
() Accession number () Deposition code EHHHFONMRRRT — 5 DBIIETE S, >
BREOUARREACCNOTRET B LRETAET, BMRBY = ¥4 hEZ 55, ‘
Retrieve by keywords [Google] BE
SMSDe
search SMS-Dep s.,::',‘,':;:';z“.:o? = A B
® BMRB Database ) www EHTFRESHTFONMREIRT — 5 & FFHRT—5 B8 > w BTCRYES
Contents SIBDG,
Over view of the Submitting ‘ ADIT-NMR FAQ 9
Submission Process data or H
SMS-Dep K< HEShBTHLE
BMRB(F—#/tv )N | 8]Y 1 FADIT-NMR®D EEHTVET
Ty BROMN .'.'» #Wy, BRER ELE5ICBRTEREN
NMR Tool BOX BMRBxTool Tool List ‘ Contact us :
BEEITY )L F—IR—AERY—I dation Tool sPVEbYE ?
osit Tool
-BMRB Tool . .

Informatio

Feb. 04-2013 201342A36BLBEICADIT-NMRIC TPDBIC #RE N2 BIRERRT— 7 1E. BULARES (RF—F ) KEVWET, (VD)
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N,

KPR > TR

A)

LT 77Z3 W

pdbj-bmtb TR

Goc 18[@ pdbj-bmrb “ HAFHATEET (2013-
06-05 00:00 UTC /
09:00 3ST)
7x7 B 5 vaveEyy bo&RE ~ BRY -
R—A
PDBj-BMRB portal site - Top page ja ryIR-S
bmrbdep.protein.osaka-u.ac.jp/ ¥ f’:’:’:ﬁ
PDBj-BMRB T2 £ 4R S F ONMRERT — & OFREN - AMEPDB/IL—70O—8 FAQ
ELTHT>TWEY, BMRB Search. Retrieve entry by BMRB accession No ... Tool SELVADY
List. Validation Tool Deposit Tool PDBj-BMRB Tool. Contact us. &W\W&ht ... s os
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