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> T 1 B\ Range -1.34-2.37 Level [T Color !]

m . - : 7 N lBrightness 1.0 |
emd 1080.ma- SN N NN = Transparency [0.7 |
: . : ’ : Istyle " surface " mesh ( solid

Zone | near selected atoms. No Zone
session3.pyc

[ Show outline box;

Maximum number of h

¥ Initial colors [T} Side View

IV Update display ad

Z:;e 2 P i 0¥ 2 1 [V Show data when
or = AR b

| | Editor (= s s 4 ~ ¥ Show plane when

3 | : ¥ duststzp oo

ﬂlM Command: r

emd_10 i Active models:

1 M|10el

~Color range

mDm




