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International Nucleotide Sequence Database Collaboration

e The International Nucleotide Sequence Databases (INSD) have been developed and
maintained collaboratively between DDBJ, ENA, and GenBank for over 18 years.

o The INSDC advisory board, the International Advisory Committee , is made up of
members of each of the databases’ advisory bodies. At their most recent meeting,
members of this committee unanimously endorsed and reaffirmed the existing

ENA% data-sharing policy of the three databases that make up the INSDC, which is stated
w Huclseade harhive below.

» |ndividuals submitting data to the international sequence databases should be aware of
INSDC policy.

How to submit data

» For full details of how to submit data to the databases, please select a collaborating
partner.

« DDBJ, ENA, GenBank
e The INSDC Feature Table Definition Document is available here.
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NCBI TAXONOMY
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The NCBI Taxonomy Homepage

These are direct links to some of the organisms commonly used in molecular research projects:

Arabidopsis thaliana Escherichia coli Pneumocystis carinii

os taurus Hepatitis C virus Rattus norvegicus
Caenorhabditis elegans Homo sapiens Saccharomyces cerevisiae
Chlamydomonas reinhardtii Mus musculus Schizosaccharomyces pombe

Danio rerio (zebrafish; Mycoplasma pneumoniae Takifugu rubripes
Dictyostelium discoideum Oryza sativa Xenopus laevis

Drosophila melanogaster Plasmodim falciparum Zea mays
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* NCBI Taxonomy Statisticsdi¥,



http://www.ncbi.nlm.nih.gov/Taxonomy/taxonomyhome.html/�
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Taxonomy
Browser

Genome

Clear

Entrez PubMed Nucleotide Protein

Search for animalia as complete name lock

o
Display | 2 levels using filter: none

-

Nucleotide [C] Nucleotide EST [[] Nucleotide GSS [C] Protein

Structure

[T] structure Genome Sequences ]
[l popset [ [ 3ppomains [ Domains [ GE0 Datasets [ GEO Expressions [ UniGene
[CJ unists [l PubMed Central [ Gene ] [C] omiA [C] srRAExperiments ] MapView
7] Linkout ~ [C] BLAST [} TRACE

Lineage (full): root; cellular organisms; Eukarvota; FungiMetazoa group

o Metazoa (metazoans) 59411413 2.649 Click on organism name to get more hyormation.

o Eumetazoa 3593569442617
* Bilateria 58.621.9092579
® Cnidaria (cnidarians) 734 867 38
* Ctenophora (ctenophores) 171
o Mesozoa 112
* Orthonectida 2
* Rhombozoa 110
o Placozoa (placozoans) 18043 5
* Trichoplax 178192
» unclassified Placozoa 224
o Porifera (sponges) 36,001 27
* Calcarea 821
* Demospongiae 3493026
* Hexactinellida 2191
* environmental samples 31
© environmental samples 313
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Taxonomy
Browser
Search for animalia as
u u u
2 levels using filter: nane coarch Smc es D Ctl ry
Mucleotide [_| Mucleotide EST [] Nucleotide | I I Ona
[C] popset [l snp ["] 30 Domain
[ unists  [C] PubMed Central [] cene
] tinkout || BLAST 7] TRACE root > Eukaryota > Fungi/Metazoa group > Metazoa ({24E1) last data update: 2009.10.29
Lineage (full): roof; cellular organisms; Eukary
o Metazoa (metazoans) 59411413264 [Expand][Collapse]
Taxonomy ID Rank Japanese English
© Eumetazoa 593569442617 metazoans.
¢ Bilateria 358,621,909 2579 Metazoa 33208 kingdom B multicellular
® Cnidaria (cnidarians) 734867 animals
e Ctenophora (ctenophores) 17 1. environmental samples & 212041 no rank
o Mesozoa 112 1. Metazoa environmental sample 585499 species
¢ Orthonectida 2 2. uncultured marine metazoan 329654 species
* Rhombozoa 110 3. uncultured metazoan 173278 species
o Placozoa (placozoans) 18,043 5 - BF{EEE
e Trichoplax 17.8192 2. Eumetazoa & 6072 no rank a FhE
) -fl unzlass.lﬁe')i Pl;g%zgf 2243 1. Bilateria 33213 no rank AEEREN
o Porifera (sponges ; 27 idari
e Caleares 221 2. Cnidaria 6073 phylum R E AP ng'lgﬁt”e?gfe‘s
* Demospongiae 3493026 coelenterates.
* Hexactinellida 2191 ~ _ . comb jellies,
® environmental samples 31 3. Ctenophora 1o1ar phylum Gl ctenophores,

hftp://me.genes.nig.ac.ip/Integrated BodvMap/species.php
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