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For a locus

For a set of genes

For huge network

Gene expression pattern

Publicly available annotations
KEGG, Gene Ontology, PPI data

Predicted protein subcellular localization
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http://coxpresdb.jp

Gene Symbol
• DHCR7
• DHCR

Keyword
• cholesterol

Entrez Gene ID
• 526



Keyword search result (DHCR)



Coexpressed gene list (DHCR7)



Coexpressed gene list (DHCR7)
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Coexpressed gene list (DHCR7)
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Coexpressed gene list (DHCR7)



Coexpression detail (DHCR7, SC4MOL)

Scatter plot of the selected two genes
• x-axis: relative expression of DHCR7 
• y-axis: relative expression of 
SC4MOL
• plotted: microarray samples

Table of the most important samples.

Probe selection



Coexpressed gene list (DHCR7)



Contents of COXPRESdb

• Gene list • Gene network

For a locus
For a set of genes

For huge network



http://coxpresdb.jp

Gene Symbol
• CD3D

Keyword
• CD3

Entrez Gene ID
• 915



Keyword search result (CD3D)



Gene page (CD3D)

Public annotation

Coexpression

Expression

Color of pages
• Ref; Human
• Green; Mouse
• Purple; Rat



Gene page (CD3D)



Construction of gene network
Network drawing rule:
Connecting the best 3 coexpressed genes for each gene
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Construction of gene network
Network drawing rule:
Connecting the best 3 coexpressed genes for each gene



Construction of gene network
Network drawing rule:
Connecting the best 3 coexpressed genes for each gene

Edge thickness: Strength of coexpression



Additional information on network

Reported PPI is represented by red dotted 
line.



Additional information on network

Marking up genes with same KEGG annotation

Up to 5 KEGG annotations are marked.



Additional information on network
Conserved coexpression is represented
as orange nodes and edges.



Gene page (CD3D)



Gene page (CD3D)



Gene page (CD3D)

Public annotation

Coexpression

Expression

Ortholog page

Color of pages
• Ref; Human
• Green; Mouse
• Purple; Rat



Ortholog page (CD3D)



Ortholog page (CD3D)

CD3D expresses in immune system
http://coxpresdb.hgc.jp/data/ortholog/839.shtml

65 human organs 17 mouse organs

Brain
Immune

Locomotory
Digestive

Respiratory
Reproductive
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"NetworkDrawer" in Tool tab



NetworkDrawer

Cholesterol 
synthesis

Steroid hormone 
synthesis

Protein Kinase 
Complex



"HCluster" in Tool tab



"HCluster" in Tool tab



"HCluster" in Tool tab



"EdgeAnnotation" in Search tab



"EdgeAnnotation" in Search tab

Summary of 
query genes

Coexpression 
among all pairs 
of query genes



Example to use "EdgeAnnotation"

 Grouping of enzymes
 Vicinanza et al. (2008) EMBO J 

• Phosphatases, Kinases to regulate PI system
• They used weaker threshold (PCC > 0.4).



COXPRESdb analyses for a set of genes

NetworkDrawer HCluster EdgeAnnotation

Query genes

(1) Searching new targets for a gene of interest

(2) Inferring relationships among cellular processes.

(3) Identifying biological function of paralogs.

(4) Grouping of genes after large-scale experiments.



Summary of tools in COXPRESdb

Top page → Tool
 NetworkDrawer
 HCluster
 CoexViewer
 ExViewer
 GOPathDrawer

Top page → Search
 GeneTable
 EdgeAnnotation
 TissueDataExtractor
 BLAST
 PPIsearch



Summary of COXPRESdb

COXPRESdb provides gene coexpression as 
the main content.

A set of query genesSingle query gene




