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Structure Data curation
and editing

Structure Data browsing 
and downloading



PDBj members at IPR, Osaka Univ.



http://www.wwpdb.org/



International collaboration
in wwPDB

(Berman, Henrick & Nakamura (2003) Nat. Struct. Biol. 10, 980)

1) Curation, data processing, and 
registration are made by all the 
members, collaborating with each other.

2) We have a single data archive, which is
looked after by one “archive keeper (RCSB)”. 

3) Data format and new descriptions will be discussed
among the members.

4) Members are encouraged to develop their own
browsers, viewers, and other APIs and services.
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wwPDB and wwPDBAC members 
at Princeton on 7 Sept, 2007

Nakamura, H   Markley, J.L.  Berman, H. M.  Henrick, K



PDB depositors from 1999-2007



Processed data numbers at PDBj
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We process 25-30 % deposited data of the entire world, mainly 
from Asian and Oceania regions

Total 51,155 on June 4, 2008
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wwPDB FTP Traffic

• Approximately 6,235,000 files were downloaded 
in June 2007 (RCSB PDB, EBI-MSD, and PDBj)



How are the data qualities kept?

• Quality of each structure is strictly examined 
when deposited. Both the depositor himself/herself 
and our primary annotators examine it. Without 
the approval, the PDBID cannot be authorized.

• Experimental information (Structure Factors/ 
Distance Restraints) are mandatory to be 
deposited together with the atom coordinates from 
February 1st, 2008.







Graphic viewer: jV version 3.5
Access to http://www.pdbj.org/jV/



Protein Globe
By Akira Kinjo & 
Daron Standley

http://www.pdbj.org/Globe/





2,621
18,578

Function Information from CATRES/extCATRES-
EBI-CSA-EBI-

45,268Primary Citation Information

27,573
Function Information from Uni-Prot
(ACT_SITE, BINDING, DNA_BIND, NP_BIND, ZN_FING, 
TRANSMEM)

28,143Information of binding site residues from HETATM
19,697Extracted from Literatures by Annotators

20,186GO Information 
(Biological Process, Molecular Function, Cellular Component)

51,155Total number in PDBMLplus

Additional Information in our XML databse: 
PDBMLplus

（as of June 4, 2008）



Protein Molecular Surface 
Database, eF-site
(Kinoshita & Nakamura）

Protein Dynamics Database, 
ProMode
(Wako & Endo)

Development  of other Databases and Services

BioMagResBank-NMR 
experimental data
(Akutsu, Harano & Nakatani）

Search for Similar Surface,
eF-seek (Kinoshita & Nakamura）

Electron Microscopy Navigator, 
EM-Navi (Suzuki）

Encyclopedia of Protein 
Structures, eProtS
(Kinjyo, Kudo, & Ito）


