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Functional Information from GO Data

GOid

Aspect

confents

0006508

biological process

proteolysis and peptidolysis

0005509

maolecular function

calcium ion binding

10008237

maolecular function

metallopeptidase activity

0016787

maolecular function

hydrolase activity

0005576

cellular component

extracellular region

Functional Information from PDB Data

site_id:

ZIN

type

SITE

Number of Residues

4

Details

ZINC COORDINATION

Chain

Residue

HISE3

HISET

ASP93

HOH202
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PDB: http://www.rcsb.org/pdb/docs/format/pdbguide2.2/quide2.2_frame.html
mmCIF: http://mmcif.pdb.org/
XML: http://pdbjs3.protein.osaka-u.ac.jp/xPSSS/pdbml.html



http://pdbjs3.protein.osaka-u.ac.jp/xPSSS/pdbml.html
http://pdbjs3.protein.osaka-u.ac.jp/xPSSS/pdbml.html
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Length: 132 aa, molecular weight: 14376 Da, CRC64 checksum: 7CB988AFC2FOB1E4

TVIVITYDPSHN APSFQOEIAN AAQIWNSSVE NVOLRAGGNA DFSYYEGNDS RGSYAQTDGH 60
GRGYIFLDYQ QNOQYDSTRV TAHETGHVLG LPDHYQGPCS ELMSGGGPGP SCTNPYPNAQ 120
ERSEVNALWA NG 132
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http://ef-site.hgc.jp/
http://ef-site.hgc.jp/
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http://ef-site.hgc.jp/eF-surf/
http://ef-site.hgc.jp/eF-surf/
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PDB IDDNF—"T— R THHDY VNV EZIET

Asp 76(A)
Ci O

HOH 205 HOH 215

QL Aot
2.59

249 ‘ 7
249

242 \
L}

HOH 222 L1
2.36'#2'45
CA 134(A) 25 _,

d

HCOH 219

31

Thr 78(A)







