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SCALEZ (.000000 ©.008929 0.000000 0. 00000

SCALES ¢.000000 ©.000000 O.015674 0. 00000

MTRIX1 1 0.950670 -0.0505360 0.306050 5.59928 1

MTRIXZ 1 -0.051200 -0.998670 -0.005940 a0, 78605 1

MTRIX3 1 0.305940 -0.010020 -0.952000 -20.34795 1

ATOM 1 N VAL 1 101.601 38.534 -1.962 1.00 53.29 M

ATOM 2 CA VAL 103.062 38.513 -2.159 1.00 47.99 C

ATOM 3 C WAL 103.354 3B8.323 -3.856 1.00 43.68 C Y

ATOM 4 0 VAL 103.025 37.252 -4.204 1.00 48.40 0 PDB / CI FH/ ‘:
ATOM 5 CB WAL 103.800 37.438 -1.355 1.00 50.88 C X m m /I
ATOM 6 CG1 VAL 105.274 37.822 -1.182 1.00 46.89 C / \ W
ATOM 7 G2 VAL 103.166 37.064 -0.034 1.00 61.95 C z \ I jj_vj |\
ATOM g N LEU 103.962 39.357 -4.220 1.00 40.40 M

ATOM 9 CA LEU 104,276 39,328 -5.665 1.00 35.83 C

ATOM 0 C  Leu 105.482 38.451 -5.963 1.00 —_ ———_. — "o = "~

ATOM 10 LEU 1 _atom_site.auth_comp_ |d

106.575 38.644 -5.401

-?9 gtom site.auth asym id

1
1
1
1
1
1
2
2
2
2
2
g —'
: ATFAMNT—H
3
a
3
3
3
3
4
4
4
4
4
4

ATOM 12 CBE LEU
ATOM 13 CG LEU
ATOM 14 CD1 LEU
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ATOM 15 (D2 LEU E 3?33 3 i &t : gﬂ i
ATOM 16 N SER 7, 5 043.68 71 VALAC 1
ATOM 17 CA SER (LE?E*E(XYZ) 048.40 71 VALAO 1
ATOM 18 C SER 050.88 71 VALACE 1
a0 o S T ININ— 1SR R MEEY)D o 6riss 31 AL Ao
ATOM 20 CB SER */I\ EEl — 061.95 ? 1 WAL ACG21
ATOM 21 0G SER 50 357 040.40 72 LEUAN 1
ATOM 22 N PRO ;é% = £ ﬁk fi%j— thg g 035.83 22 LEUACA 1
ATOM 23 CA PRO b Y fo N 034.33 72 LEUAC 1
ATOM 24 C PRO fo 38.15 7?2 LEUAO 1
ATOM 25 0 PRO . . o . S —— 00 19.71 72 LEUACE 1
ATOM 26 (B PRO 110.212  36.725 -10.137 1.00 sty 13 C €6 . LEUA 12 ? 103.175 41.676 -6.005 1.00 16.01 ? 2 LEUACE 1
ATOM 27 CG_PRO 110,294 33.893 -8.888 1.00 aroy 14 C CD1 . LEUA 12 2 103.509 43.080 -6.464 1.00 25.30 7 2 LEU A CD1 1
ATON 15 C CD2 . LEUA 12 ? 102.047 41.113 -6.821 1.00 13.69 7 2 LEU A CD2 1

'/ ATOW 16 N N . SERA13 ? 105.266 37.509 -6.865 1.00 31.97 7?3 SERAMN 1
PDBE}I‘: ATOW 17 C CA . SERA13 7 106.352 36.623 -7.340 1.00 30.41 7 3 SERACA 1
ATOW 18 C C . SERA13 2 107.080 37.420 -8.435 1.00 26.78 ? 3 SERAC 1

|H/ \—tj — 7 I\ ATOW 19 0 O .SERA13 ? 106.614 38.503 -8.834 1.00 24.74 7 3 SERAO 1
ANE B 7|' 7] ATON 20 C C3 .SERA13 ?105.771 35.342 -7.924 1.00 23.42 7 3 SERACE 1

ATON 21 0 06 .SERA13 2 105.196 35.560 -9.200 1.00 29.37 7 3 SER A 06 1

ATOW 22 N N . PROA14 2 108.184 36.877 -8.906 1.00 31.20 7?4 PROAN 1

ATON 23 C CA .PROA14 7 108.948 37.538 -0.988 1.00 30.32 7?4 PROACA 1

ATON 24 C C .PROAL14 ? 108.074 37.555 -11.237 1.00 24.90 7?4 PROAC 1

ATOW 25 0 O . PROAL14 7 108.100 38.524 -12.012 1.00 27.90 74 PROAO 1

ATON 26 C C8 . PROA14 2 110.212 36.725 -10.137 1.00 25.32 7?4 PROACB 1
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Electron Microscopy Data Bank
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Year

2016

2015

2014

2013

2012

2011

2010

2009

Total

454,924,529

534,339,871

512,227,251

441,262,210

376,944,070

383,131,048

294,326,976

328,362,536
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MYOGLOBIN NITRITE STRUCTURE: NITRIHEME

MODIFIED

TR Myoglobin, NITRITE ION, SULFATE ION, ...

£ ¥i, 1., Richter-Addo. G.B.
rﬁjm*ﬁ%ﬁi 282H 2011-12-29

Ly =] 2012-04-11

=L £ S X-RAY DIFFRACTION (1.7 &)

Unveiling the three-dimensional structure of the green

\ N *5IHXE  pigment of nitrite-cured meat
ﬁ?*%]%: t 1 —_— 7 Chem.Commun.(Camb.), 48, 2012
2QSE CRYSTAL STRUCTURE OF THE ESTROGEN RECEPTOR
ALPHA LIGAND BINDING DOMAIN COMPLEXED WITH
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- Browse 3DEM data

I35 ABFiizT —IMmIDY—ER

m EM Navigator - 2D electron microscopy data navigator -

EM Navigator

Keywords / EMDB-ID / PDB-ID |

BMEM Navigator legacy
[@)Advanced search, table view, efc.

& Omokage search - shape similarity search

W, Yorodumi - integration of EMDB/PDB metadata & structure viewer
B2l Gallery [ Statistics g53DEM papers % Species

- Recently released data

https://pdbj.org/emnavi/

!7:] Yorodumi - PDB/EMDB/SASBDB browser -

- =Open data

2¢ Random choices ]r‘E) Recently viewed |

BN sep 13, 2017 (EMDB: 19, PDB:11)
&g 6775 6776

- Search query

Query structure data: | structure in databanks

ID of EMDB, PDB or SASBDB: | search IEH

{? Omokage Search - Shape similarity search of macromolecules -

| Alldata | LatestPDB | AIPDB | EMDB | SASBDB | Chemical componets || >> |
>4 1ERI> M) (EMDB)

8814
Map not

released

Registered data

Upload ]
your original/modified data ‘

Samples: | Recommended |(EMDB | [ PDB | SASBDB |

Yorodumi

Structure data giving symbolic results | Show details |

Omokage search




tBIEEY)F DES

The Resolution Revolution
Werer Kiihlbrandt Cell, nature, Science
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FEIS N vs. DHFEE

Resolution
pSubmission | ~2 ~3 ~5 ~7 ~10 ~15 ~23 ~34 ~51 ~77 ~115 .
Year A A A A A A A A A A A

2017 1 24 - 122 106 38 46 60 19 5 1 900

2016 20 34 - 210 235 an 153 100 46 3 8 1597

2015 4 21 70 127 81 128 23 43 7 3 Q73

014 1 55 145 71 1435 139 57 70 2 217

2013 1 41 107 04 144 06 70 19 653

- 2012 31 37 63 121 75 58 g 403
© 2011 11 20 78 29 46 13 g 3 355
g 2010 1 23 50 60 53 54 16 3 327
2009 1 13 43 46 43 21 5 198

2008 2 2 39 36 52 36 15 1 214

2007 3 3 46 37 40 26 12 1 175

2006 1 23 37 44 38 2 156

2005 1 1 20 26 34 20 1 2 106

2004 1 2 11 23 16 3 1 60

2003 3 1 g 21 10 26 3 75

2002 4 18 Vi 3

Number: EMDB & PDB entries
EM Navigator statistics
https://pdbj.org/emnavi/



Map + model view of EM data

EView |[ 2 About )
eSize:| < |=|m|m|H|H| > |
. (i)

e | pPlay | mPause |
e Orientation:

@ | @ | o
® | o ]d

Map-model fitting
as movie

Yorodumi-Molmil
Ligand binding site
focus view

EMDB-8819
PDB-5wek



Omokage search
Typical ones (e.g. Structure Navigator of PDB;))

ABCD

Any
similar Sequence
data? 2nd. structure é
etc.
Companson
& search
Atomic model

Omokage search '

Atomic model

Any

(shape only)
similar ) é
EMDB
data? @
3DEM map Companson
8 & search

SAS dummy
atom model




Enjoy 3D structure data
with PDBj services!

https.//pdbj.org



