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Access the PDB FTP:
The Worldwide Protein Data Bank (wwPDB) consists of organizations that act as deposition,
BCSHEDH] [Ense] Eney data processing and distribution centers for PDB data.’ Members are: RCSB PDB (USA),
C e ] PDBe (Europe) and PDBj (Japan), and BMRB (USA). The wwPDB's mission is to maintain a
single PDB archive of macromolecular structural data that is freely and publicly available to
the global community.
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Annotation System

wwPDB Events at IUCr (August 5-12)

Tutorial
System Information

Validation Reports
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Inform
o Listen to wwPDB presentations from members from around the globe at the IUCr meeting in
Deposit Data to the PDB: Mentreal. Visit the exhibit stand for a sticker celebrating your structures.

> T

http://www.wwpdb.org



PDBDO<CH TCWA T &

- HARERCIERZ 7048

e /NBH
- T—X2FDHDOIEH KRR TR
- ZOMOY— R T H KR B 2L

2016-10-01



2016-10-01

ros| BB HEET—5 /1>

C' [ pdbj.org

102364

HhFIATEET (2014-08-06

00:00 UTC /09:00 JST)

R—A
by TR—=
fratTER
~NLT
FAQ
HELEHE
Ut

Bt

~ILS

eProtS
SHEORT
ARISA L@
BEOEES
PDBj #'— A\

TS8R
~LVF
ADIT: PDBADER &7

ADIT-NMR
FHBRICONT

90—k

PDB_’—H-fj?J‘bG)T—

x

PDBjZ 27

English HEAZE

o TCHD

fiifhese  §Egarhe #t=of

PDBj

Protein Data Bank Japan

wwPDB &' RCSB PDB ' BMRBif PDBe ¥ Legacy &

BAEOEHEET—4/(>4 (PDBj: Protein Data Bank Japan) (&. JST-NBDC i & AIRAS BT DB % 21T, KE RCSB 7.

BMRB . &SLUEUN PDBe &AL T, EAES TOUMEET — 9~ A EERN(CH—{LaNzPDB7 —

TRRRATY —ILERILTEDET .

v #IHTOFIREDZHDHA K

FLWIT T 2H—T T — A TTRADAL.
HEEIC DUV TMEREAL, HERTF 2 — FUPILED

#HUVPDB] 9178 FOERDWUEDHIC. ZER - CEFEEAFNULENTT.,
WIATETY . http://legacy.pdbj.org/index j.html &

PDBIDD T FA 2 H—ID T —RCDVNTETE
B{EE,

H—EXAZRT

HATELTEETSEEEIC,

{IZ&EL,

PDBjI T T H AR LR

|[BPDBj D FH-r ~E. FRURLDS3IEHEH6E

HUFOY—EIEADTRNS, BERED/EERDSZEOEERT B L, HRIEIMELTLSY—ERAD—Ei&RRaENE.

[2H—EREEFT BRI ENTE, £H—EAOHESERENET.
[F—T— By SR, MOEEESEANLTERRLED, BOAMRET S EGARTT,

PDB BMRB EMDB
=4 wiz Ea-7
HE/F

NMR. BT AR ZIRAEE
i) KRt HEET
=i ST FEEEMI
REHES LR

2H—ERERTTD

( [

Uty k

http://pdbj.org/

e

SAORT
176: F1_= (Dynein)

SHONFDUR -

eP

PROTEIN DATA BANK

wwPDB &/

wwPDB Events at JUCr (August @

5-12

Improved Representation of

Large Structures in the PDB &

Archive

PDB Reaches a Mew Milestone:
100.000+ Entries

The Read to 100,000 Entries:

Launching Tools for the Next

Genaratinn



2016-10-01

ANQN

o




PDB®D 7 7 A LI DFE

« MMCIF

- WWPDBD - & b AR R T +—~ v b
« PDBML

- mmCIFZXMLIZ [EER] L7=H D
e PDB7 #—~ > I

- BN oplaintext” +—~< v b
« wWvPDB/RDF

- PDBMLZt~>T 4 v 7 U= 7 OEERXTH S
RDFICEF#ALTZH D

2016-10-01



f-42o>v0—F -PDE| X

MmmCIF D 4]

dbj.org/mine/resources/1gof

)
[CDLT
——

3j Mine)

=

vigator
vigator
&

2

g
) &

RU—
J—DAT

17 by

Resources
ZPANRER
2TOMH
2TOMH
PDE (3FEHE)
Ay S DI
<\ ;Elm_CIE
2TOHH
PDBML Ay ADI
EREEOH
2TOMH
PDBMLplus AY5D#H
{HhisEoH
RDF
HBRT
EMPMBILT (PDBRR)
PDF
PDF-full
BIFLAK—F XML

TFANA (FTPAIHAX)

pdblgof.ent.az (109.89 KB)

pdbigof.ent (456.73 KB)

pdblgof.ent.gz (7.93 KB)
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data 1GOF <e—— Z D% T M) —0NRE A ( “datablock’y = > ~ Y —DHAL)

#
_entry.id 1GOF <«—— entry ID (PDB ID)ix “1GOF”

_audit_conform.dict_name mmcif_pdbx.dic h

_audit_conform.dict_version 4.007
_audit_conform.dict_location http://mmcif.pdb.org/dictionaries/ascii/mmcif _pdbx.dic >
#

_database 2.database id PDB
_database 2.database code 1GOF

7
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~cell.entry 1d 1 GOF
~cell.length_a 98. 000
~cell.length b 89. 400
~cell.length c 86. 700
_cell.angl e _al pha 90. 00
_cell.angl e beta 117. 80
_cell.angl e gamm 90. 00
_cell.Z PDB 4

cel | . pdbx _uni que_axi s ?

E\
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_entity.id )
_entity.type
_entity.src_nethod
_entity. pdbx _description
‘§EH§L$§%S%EQ$ nol ecul es >@E@UXF CTHAT 1A 3EE)
_entity.details
_entity. pdbx _nmutation
_entity. pdbx fragnment
entity. pdbx_ec / \
pol yner man ' GALACTOSE OXI DASE' 68579. 250 1 ? 7?2 7?1.1.3.9
non- pol yner syn ' COPPER (I1) | ON 63. 546 1 ? 7?27?77
non- pol yner syn ' SODI UM | ON 22.990 1 ? 7?27?27 >
non- pol yner syn ' ACETI C ACI D 60. 052 2 ? 7?27?77
wat er nat water 18. 015 316 ? ? ? ? )
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_entity.id

_entity.type
_entity.src_nethod
_entity. pdbx _description
_entity. formul a wei ght

_entity.

_entity.details

entity. pdbx_nutation
entity. pdbx_fragnment

pdbx_nunber of nol ecul es

loop D 1§]

_entity. pdbx_ec / \
1 pol yner man ' GALACTCSE OXI DASE' 68579. 250 1 ? 7?2 7?21.1.3.9
2 non-polyner syn 'COPPER (I1) | ON 63. 546 1 ? 7?27?77
3 non-pol ymer syn ' SODI UM | ON 22.990 1 ? 7?7?77 >
4 non-polymer syn ' ACETI C ACI D 60. 052 2 ? 7?27?77
S5 wat er nat wat er 18. 015 316 ? ? ? ? )
#
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Cartn_x

Cartn_y

Cartn_z
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B iso_or_equiv
Cartn_x_esd
Cartn_y_esd
Cartn_z esd
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B iso_or_equiv_esd
pdbx_f or mal _char ge
auth_seq id
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pdbx_PDB_nodel
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SER
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_entity WEFEXRT G D o715 iR

- entity, entity poly, pdbx_entity _nonpoly, ...

_atom FIRAOFHR (IR E)

- atom_site

_struct g Ot (a2, 2 kKGR L)

- struct, struct_conf, struct_sheet, struct_conn,
pdbx_struct_assembly, ...

_chem_comp {t&¥7 — %
- chem_comp
_citation SRR v

- citation, citation_author, ...
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_struct_asymid
_struct_asym pdbx_bl ank_PDB chainid fl ag
_Struct_asym pdbx_nodi fi ed

_struct _asymentity id :
struct _asymdetails l_'ai(Ch”d)J
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entity.type
_entity.src_method
_entity. pdbx_description
entity.fornmul a wei ght
_entity. pdbx_nunber of nol ecul es

_entity.details

_entity. pdbx_nutation

entity. pdbx_fragnent

entity. pdbx_ec

"1 pol ymer man ' GALACTOSE OXI DASE
2 non-polymer syn 'COPPER (11) 1 ON
3 non-polynmer syn ' SODI UM | ON
4 non-pol ynmer syn ' ACETI C ACI D
' 5 water nat water
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SELECT * FROM citati on_aut hor WHERE pdbid = ' 1gof

ool Mine SQL MADEHR (MF x

® pdbj.org/mine/sql?query=SELECT+"+FROM-citation_author+WHERE-+pdbid-+%3D+%271g0f%27 T
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SIFTSY V — Z2D#EA

o SIFTS= “Structure integration with function,
taxonomy and sequence”

- PDB & UniProt7 /57—y a DO~ v 7
- PDBe & UniProt23L[E TR L T4,

uk/pd

=i Share | ® Feedback

Structure integration with function, taxonomy and sequence

SIFTS is an up resource for re mapping between UniProt and PDB entries. The resource also provides residue- r
level annotation from the IntEnz, GO, Pfam, InterPro, SCOP, CATH and PubMed resources. The information is updated and released P D Be
ev eek at the same time as the release of new PDB entries and is widely used by resources such as RCSB, PDBsum, Pfam, Pratain Data Bank in Eurcpa
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SELECT DI STINCT e. pdbid, e.entity id, s.sp _primry
FROM entity poly e
JON sifts. pdb _chain _go s
ON s. pdbid = e. pdbid
AND s.chain = ANY(STRI NG TO ARRAY(e. pdbx _strand id,',"))
JO N sifts. pdb _chain taxonony t
ON t.pdbid = e.pdbid AND t.chain = s.chain
VWHERE s.go id = ' G0 0006220°
AND t.scientific_nane = 'Hono sapi ens’

2016-10-01 22



	ページ 1
	ページ 2
	ページ 3
	ページ 4
	ページ 5
	ページ 6
	ページ 7
	ページ 8
	ページ 9
	ページ 10
	ページ 11
	ページ 12
	ページ 13
	ページ 14
	ページ 15
	ページ 16
	ページ 17
	ページ 18
	ページ 19
	ページ 20
	ページ 21
	ページ 22



