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BMRBI N~ DXMLAE Yokochi, et al. ¥%F5 % {ig o

NMR-STAR v3 BMRBxTool BMRB/XML

BT A e <BMREx :entryCategory>
# Entry information # <BMRBx:entry id="15480">
B R R T R R <BMRBx:accession_date-2006-17-07+89:00</BMRBx : accession_dates
<BMRBx:bmrb_internal_directory_name xsi:nil="true"/>
save_entry_information <BMRBx:details xsi:nil="true"/>
_Entry.5f_category entry_information <BMRBx: experimental _method=-NMR</BMREx : experimental _method-
_Entry.Sf_framecode entry_information <BMRBx:experimental _method_subtype=50LUTION</BMRBx : experimental _method_sut
_Entry.ID 15460 <BMRBx:last_release_date xsi:nil="true"/>
_Entry.Title <BMRBx: nmr_star_version>3.8.8.188</BMRBx:nmr_star_version=
. <BMRBx:original_nmr_star_version=3.0.8.100</BMRBx:original_nmr_star_wversic
Backbone and side chain chemical shift assignments of the F1 <BMREx:original_release_date xsi:nil="true"/>
53-to-5-flurotryptophan mutant of human cardiac troponin C <BMRBx:origination=author</BMRBx::origination=
2 <BMRBx:sf_category=entry_information</BMRBx:sf_category=
_Entry.Version_type new <BMRBx:sf_framecode=entry_information</BMRBx:sf_framecode>
_Entry.Submission_date 2087 -07-20 <BMRBx: submission_dote>2006-12-87+89:08</BMREx: submission_date>
_Entry.Accession_date 2087 -07-20 <BMREx:title-Backbone and side chain chemical shift assignments of the F1°
_Entry.Last_release_date . 5-flurotryptophan mutant of human cardiac troponin C</BMRBx:title=
_Entry.Original_release_date : <BMRBx:version_typeroriginal</BMREBx:version_type>
_Entry.0Origination author </BMRBx :entry=
_Entry. NMR_STAR_version 3.6.8.100 </BMRBx :entryCategory>
_Entry.Original _NMR_STAR_version 3.6.8.100
_Entry.Experimental_method NMR bmr15400.xml
_Entry.Experimental_method_subtype solution
_Entry.Details

_Entry.BMRB_internal _directory_name

bmr15400.str Lﬁﬁ@?-@ﬁiﬁﬁ?ﬁé [CEEIREINTLNVS
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Regions

Domain
DA, binding
DA, binding

Compositional bias

aomoaonn

Compaositional bias

Amino acid modifications

T Modified residue

Modified residue
Modified residue
Modified residue
Modified residue
Modified residue
Modified residue
Modified residue

mm@m@m@ @A

a0 - 162
185 - 197
2Ba - 277
366 - 372
378 — 405
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Fudo et al (2002) noted that 2 MECP2 mutations, Al140% (300005.0015) and E137G
(300005.0017), had been found in male patients with nonspecific *-linked mmental
retardation. Using rmouse L32% cells, Kudo et al. (2002 found that expression of these
mutant proteins showed clear focal heterochromatin staining patterns indistinguishable
from that of wildtype protein, indicating that the 2 mutants retained their ability to bind
methyl-CpG. Ancther mutant, R106W (300005.0005), which had been identified in Eett
syndrome, had impaired heterochromatin staining. Using a Drosophila cell line, the
authors showed that the Al40Y rmutant retained transcriptional repression activity,
whereas the Rett mutant R1I06W did not. The E13¥G mutant had impaired transcriptional
repression activity, Kudo et al. (2002) concluded that the Al40%W and E13YG Mecpl
mutants exhibited mild impairment of protein function compared to the mutants identified

in Fett syndromme,
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SPARQL[ZLBRDFDIEZFE 1~

) BMRB/XML & BMRB/RDF - Search - Mozilla Firefox

D REE FT RBEE Ywov-biB v-lD AT

Li-/ @ bmrbpub protein osaka-uac jp/zearch html o v a | |n£' - Cioogle

BMRB/XML & BMRB/RDF

Search BMRE

Search BMRE/RDF with
SPARCL

Search BMREBSML with
HKOUERY

REST AFIs for BMRE <ML
and BMRB/RDF

About Search Downloadd NEWS

Search BMRB/RDF with SPARQL

SPARCL endpoint for BMRE/RDF (full page)

Virtuoso SPARQL Query Editor

About | Mamespace Prefixes | Inference rules

Default Data Set Mame (Graph IRI)
Ihttp:f"r"bmrbpuh.protein.osaka—u.ac.jp;"rdfr"bmr

Ciuery Text

1ol x|
Ll &
-l

select distinct ?Concept where {[] a ¥Concept} LIMIT 100

(Securly restrictions of this senver do nat aliow you to reltieve remote ROF dats, see detalis,)

Results Farmat: lm

Execution timeout: |0 milliseconds fvalies iess than 000 are ighored)
Options: ¥ Strict checking of void variables

(The resuit can only be sent hack to browser, not saved on the server, see detalls)

Fun Cluery | Rezet |

Copyright & 2014 OpenLink Software
“Artuozo version 07.10.3207 on Linws (=86 _G4-unknowen-linux-gnu), Single Server Edition




Ao - & S )T/ BMRB-> Uniprot -> OMIM

SELECT

DISTINCT ?entity id ?uniprot id ?label ?omim id ?dbsnp id ?mutation ?phenotype
FROM <http://bmrbpub.protein.osaka-u.ac.jp/rdf/bmr>

FROM <http://purl.uniprot.org/uniprot>

FROM <http://bio2rdf.org/omim>

FROM_<http: - BMRB-ID
?s _up BMRBo:entity db link.entry o@
BMRBo:entity db link.entity 1id vy id ;

BMRBo:entity db link.database code "SPT ;

BMRBo:entity db link.accession code ?uniprot id
BMRBo:1link to uniprot ?s uniprot . ’Scanzn:J QF [Z ‘Ei
SERVICE <http://uniprot.bio2rdf.org/sparql> <1L[T:L\%5
{ — >
zs uniprot unlggrotfclfgcommendedName ?sS name . o*ﬁ;& QK—ZFEﬁ
s name uniprot c:fu me—>+aled . YN
?s_uniprot rdfs:seeAlso| ?o purl @@%Eﬁ;ﬁlﬁﬁ
} =72 == 2
AL CRIRTED
FILTER (STRSTARTS (STR(?0 purl) ,|[@€#etp://purl.uniprot.or 7
BIND (STRAFTER(STR(?O_pUI ), "http://purl.uni_LuL.UJ_g/u Lm/") AS ?omim_id)
BIND (IRI (CONCAT ("http://IH - el plPomim id) ) |AS ?s omim)

SERVICE <http://omim.bio2rdf.org/spargl>
{ dbSNP ID

?s omim omlm v:variant _2s allele
2dbsnp id)

?s allele omim v:dbsnp| ?s dbsnp ;
omim v:mutation| ?mutation ;
“rdfs:label °phenotype

BIND (STRAFTER(STR(?s_aosnpK nttp //bio2rdf.org/dbsnp:") AS

}
}

RE KRRY



T —HIN—X IR F TG REE DAE

BRENE

FIFEDSPAQLERRIERICEEIRFIMEEZMA D P BER-ED

KITRILFX—ZIE

BMRB Z-L OMIM dbSNP 2 IRHEIE SASA% AAG, 4,

4280  L100V 300005  rs28935168 Coil 225 3.9

4280  R106W 300005  rs28934907 Strand 8.0  11.0 SIH SR L EE Y|\
4280  R133C 300005 rs28934904 Coil 49.4 7.2 e
4280  E137G 300005  rs61748392 Helix 417 66 — %5“7}( EAREDER
4280  A140V 300005  rs28934908 Helix 420 1.7 MEBIZIET S
4280  Y141X 300005  rs61748396 Helix 329 4.6

4280  F155S 300005  rs28934905 Coil 53 6.0

4280  T158M 300005  rs28934906 Turn 26.7 5.1

4526  R24P 600160  rs104894097  Coil 53.6 6.8

4526  M53I 600160  rs104894095  Turn 39.4 2.8

4526  S56l 600160  rs104894109  Turn 243 4.8

4526  V59G 600160  rs104894099  Helix 0.1 58

4526  G101W 600160  rs104894094  Coil 58.7 -0.3

4526  P114S 600160  rs104894104  Helix 0.1 9.1

4526 V126D 600160  rs104894098  Helix 0.5 5.8

5177 A35T 601443 rs80358250 Strand 7.1 5.5

2RIEE, AEBEHELGEDFEHRMN S, FVNNVET+—ILEE
LTS ZEEN . HEERLGEDHEELT 'R T HELDTHINEHETES
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BMRB 44 OMIM dbSNP 2 AL SASA% AAGy, 4
4280  L100V 300005  rs28935168 Coil 225 3.9
4280  R106W 300005  rs28934907 Strand 8.0  11.8
4280  R133C 300005 rs28934904 Coil 494 7.2 licand#E & fE =
4280 E137G 300005  rs61748392 Helix 417 66 |& &8 mEES
4280  A140V 300005  rs28934908 Helix  42.0 1.7 , .
~—Helix e B fEE
A140 - OMIMD EFHTEERKY --
\ AFILECpGHaE R 73D MeCP2
NMR#& & 10QK9: Wakefiled et al., 1999
E137—,
XA EDORHFEZELEDEEZNS
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