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@datablockName
“1A00-noatom”

entryCategory struct_asymCategory

@id
“1A00”

entry struct_asym

@id entity_id

N

struct_asym

\

@Bld entity id
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000 (") PDB] Mine Summary Page
€ C'  (® service.pdbj.org/mine/Detail?PDBID=1g0f&PAGEID =Summary LAd S
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English Statistics Help FAQ Contact Us
Home PDB; (Protein Data Bank Japan) maintains a PDB archive of structures and provides integrated tools, in

collaboration with the RCSB, the BMRB in USA and the PDBe in EU. PDBj is supported by JST-NBDC and Osaka University.
Data Deposition >>

ADIT: PDB Deposition Mﬁg Summary [1gof] About PDBj Mine
ADIT-NMR Update Information
Search >>

Search PDB (Mine/xPSSS)
PDB/RDF, chem_comp/RDF
Latest Release Search
Sequence-Navigator

@UM&I’D‘ Structural Details || Experinental Details \'Functmnal I]atal\s‘& Seauence Neighbor || Download/Display | External DB |

b 4] (search

Strugture-Nevigator <Asymmetric unit> PDBID 1gof sequence information (FASTA f
SeSAW =<Biological unit> download PDB format file
;-‘GQI;A”FF‘)"”*"”Q Sites Descriptor GALACTOSE OXIDASE (E.C.1.1.3.9) [PH 4.5)
M Navigator NOVEL THIOETHER BOND REVEALBD BY A 1.7
Title ANGSTROMS CRYSTAL STRUCTURN OF
::L?S':':ZHD“"" (BMRE) GALACTOSE OXIDASE
Functional Keywords  OXIDOREDUCTASE(OXYGEN(A))
Service and Software >» Biological source Hypomyces rosellus
V- Graphic Viewer Cellular location [UNP - Q01745] Secreted
Yorodumi
Total number of
Protein Globe polymer chains
Ast More images. Total molecular weight 68785.9 (the details in Structural Details Pige)
MAFFTash o, N., Phillips, S.E.V. , Knowles, P.F. (dedbsiion
SEALA View "‘(31';’4’7“"’:::‘)'?“"9"‘9’ Authors date - 1993-09-30, release date - 1994-01
Structure Prediction >> ! to, N., Phillips, SE., Stevens, C., Ogel,
CRNPRED McPherson, M.J., Keen, JN. , Yadav, K | wles,
Spa’ -
SFA () PDB] Mine Download / Disp
Derived d & C | @ service.pdbj.org/mine/Download o
&F-site AW Ly &y 4ol R Vi ¥y ol
eProte ]‘-)‘]?B.]k e gk L E % ML < e %L
ProMc  English Statistics Help FAQ Contact U
;’:‘::i Home PDBJ (PVGIE\H Data Bank Japan) maintains a centralized PDB archive of macromolecular structures and pVGV\dES \Hlig'alﬁd tools,

collaboration with the RCSB, the BMRB in USA and the PDBe in EU. PDBj is supported by JST-NBDC and Osaka University.
Mine

( summary | Structural Details || Experimental Details || Functional Details || Seauence Neighbor '@ounload/DisnlaQ External DB |
] (search

{ PDB ID or Keyword &

Downloac Data Deposition >>
PDBA ADIT: PDB Deposition
Archivi ADIT-NMR

Download / Display [1gof] About PDBj Mine

Update Informatio
Search >>
Search PDB (Mine/xPSSS)
PDB/RDF, chem_comp/RDF
Latest Release Search
Sequence-Navigator

Structure-Navigator file format file name Display Download
SeSAW pdbigof.ent.gz(110k) (display) | (download
Ligand Binding Sites PDB all db1gof.ent(457k) (display) (download )
(GIRAF) format pdbigot. play
EM Navigator header only pdb1gof.ent.gz(8k) display
Search NMR Data (BMRB) mmCIF 1gof.cif.gz(140k) display
Status Search all 1gofxml.gz(214k) display
Service and Software >> no- PDBML  1gof-noatom.xml.gz(36k) (display)  ( dojnioad
Q’ : G:F’”'G Viewer XML  atom  pDBMLplus 1gof-pdbmiplus.xml.gz(40k) (Gispiay ) (doimioad
‘oredumi
Protein Globe ext-atom 1got-extatom.xml.gz(120k) display ) ( download
ASH RDF 1gof-noatom.rdf.gz(24k) (display) (‘download )
MAFFTash Structure Factor rigofsf.ent.gz(526k) (display) (downioad )
SEALA D :
1gof.pdb1.gz(105k) *author_defined_assembly, 1 Cainmar)| Caommioa)
Structure Prediction >> Biological Unit (PDB format) molecule(s) (monomeric) (display )| { download )
CRNPRED
Spanner
SFAS

Derived database >>
oF-sitefeF-seek/eF-surt
eProts
ProMode / ProMode Elastic /
ProMode Oligomer
Malactile af the Manth

S

service.pdbj.org/mine/Display?PDBID=1GOF&ARCHIVE=XMLnoatom
service.pdbj.org/mine/Display?PDBID=1GOF&ARCHIVE=XMLnoatom

it
k]

hs

- 1GOF-noatom -

4+ <PDBx:datablock datablockName="1GOF-noatom" xsi:schemal.ocation=
"http://pdbml.pdb.org/schema/pdbox-v40.xsd pdbx-v40.xsd">
+ <PDBx:atom_sitesCategory>
+ <PDBx:atom_sites_footnoteCategory>
+ <PDBx:atom_typeCategory>
+ <PDBx:audit_authorCategory>
+ <PDBx:audit_conformCategory>
+ <PDBx:cellCategory>
+ <PDBx:chem_compCategory>
+ <PDBx:citationCategory>
+ <PDBx:citation id= "primary">
- <PDBx:country> UK
- <PDBx;journal_abbrev> Nature
- <PDBx:;journal_id_ASTM> NATUAS
- <PDBx;journal_id_CSD> 0006
- <PDBx;journal_id_ISSN> 0028-0836
- <PDBx:journal_volume> 350
- <PDBx:page_first> 87
- <PDBx:page_last> 90
- <PDBx:pdbx_database_id_DOI> 10.1038/350087a0
- <PDBx:pdbx_database_id_PubMed> 2002850
- <PDBx:title>

Novel thioether bond revealed by a 1.7 A crystal structure of galactose oxidase.

- <PDBx:year> 1991

+ <PDBx:citation id="1">

+ <PDBx:citation id="2">
+ <PDBx:citation_authorCategory>
+ <PDBx:computingCategory>
+ <PDBx:database_2Category>
+ <PDBx:database_PDB_matrixCategory>
+ <PDBx:database PDB revCateaorv>




ffiv> /7 Xpath REST AP

 http://service.pdbj.org/mine/xpath

IZ7 72 AT 5 LRGP ERNINE T,
e N : HTTP GETT

* http://service.pdbj.org/mine/xpath/{PDBID}/{Xpath}

« I :
« http://service.pdbj.org/mine/xpath/1GOF//entity[@id="1"]

© HA

— <PDBx:entity id="1">
<PDBx: f or mul a_wei ght >68579. 250</ PDBx: f or mul a_wei ght >
<PDBx: pdbx_descri pti on>GALACTOSE OXI DASE</ PDBx: pdbx_descri pti on>
<PDBx: pdbx_ec>1. 1. 3. 9</ PDBx: pdbx_ec>
<PDBx: pdbx_nunber of nol ecul es>1</ PDBx: pdbx_nunber _of nol ecul es>
<PDBx: sr c_met hod>man</ PDBx: sr c_net hod>
<PDBx: t ype>pol yner </ PDBx: t ype>

</ PDBx: entity>



http://service.pdbj.org/mine/xpath/1GOF//entity%5B@id='1

“Create XPath”{ ¥ —7 = — A&

Welcome to PDB] - PDB] M

& € © service.pdbj.org/mine/ s
.
PDBj \ .
Japanese Statistics  Help  FAQ  Contact U
[ — PDB] (Protein Data Bank Japan) maintains a centralized PDB archive of macromolecular structures and provides integrate

Data Deposition >
ADIT: PDB Deposition
ADIT-NMR

Search >>
Search PDB (PDBj Mine)
PDB/RDF, chem_comp/RDF
Latest Reloase Search
Sequence-Navigator
Structure-Navigator
SeSAW
Ligand Binding Sites (GIRAF)
EM Navigator
Search NMR Data (BMRB)
Status Search

Service and Software >>
JV: Graphic Viewer
Yorodumi
Protein Globe
ASH
MAFFTash
SEALA
Structure Prediction >>~

CRANPRED g
Spanner
SFAS

{
AN

~—
Derived database >>

&F-site/eF-seek/oF-surf

eProts

ProMode / ProMode Elastic /

ProMode Oligomer

Molecule of the Month
Download >>

PDB Archive/Snapshot Archive

Links

~ Entry-wise XPath Search

tools, in collaboration with the RCSB, the BMRB in USA and the PDBe in EU. PDB] is supported by JST-NBDC and Osal
University.

Mine

Quick Search

PDBj Mine (Search PDB) About PDBj Mint

Update Informatior

708 10 or keyword ] [ Go Display size per page 1

Latest Release Search

New entries | | Updated entries Display size per page 16

Obsolete/Replaced Entry Search

L entries | [ Al

entries

Advanced Search About REST Service

XPath... samples are here. [ Create xpath

T SendxPath | [ reset

SQL Search
What is the structure of PDBML?...An explanation is here!
What do categories and items mean?..The mmCIF dictionary is here!
About the structure of PDBMLplus...PDBMLplus schema file
Sample programs to handle PDBML...Download Page

SQL ... samples are here. Display size per page 1

Send SQL | [ reset

© 2007 PDB;. All Rights Reserved.

Terms of Use & Privacy Policy | Newsletter | Previous Workshop | PDBj Members | Publications

Entry-wise XPath Search

XPath... samples are here.

Create XPath

i PDBj Mine Create XPath Page )

p

() service.pdbj.org/mine/xpath_list.html

Create XPath

PDBID :
Category Groups : | ctation :

lgof {(mandatory)

Categories : citation .
Attribute : id * ( o=, |=) primary
Element : ;] (@=, Ol=)

DK Reset Cancel

[Usage]

1. PDB ID is mandatory. If you specify only PDB ID, then the entire XML
content of the entry will be returned.

2. Select a category group, and you may further select categories under the
selected category group.

3. Select a category, and you may further select elements/attributes of the
selected category.

800 (") Welcome to PDEj - PDBj Mir () service.pdbj.org /minefxpa

c

() service.pdbj.org/mine/xpath/1gof/datablock/citationCategory/citation|@id="primary’]

<PDBx:citation id="primary">
<PDBx:country>UK</PDBx:country>
<PDBx:journal_abbrev>Nature</PDBx:journal_abbrev>
<PDBx:journal_id_ASTM>NATUAS</PDBx:journal_id_ASTM>
<PDBx:journal_id_CSD>0006</PDBx:journal_id_CSD>
<PDBx:journal_id_ISSN>0028-0836</PDBx:journal _id_ISSN>
<PDBx:journal_volume>350</PDBx:journal_volume>
<PDBx:page_first>87</PDBx:page_first>

/1lgof/datablock/citationCategory/citation[@id="primary’]

Send XPath

<PDBx:page_last>90</PDBx:page_last>

<PDBx:year>1991</PDBx:year>
</PDBx:citation>

<PDBx:pdbx_database_id_DOI>10.1038/350087a0</PDBx:pdbx_database_id_DOI>
<PDBx:pdbx_database_id_PubMed>2002850</PDBx:pdbx_database_id_PubMed>
<PDBx:title>Novel thioether bond revealed by a 1.7 A crystal structure of galactose oxidase.</PDBx:titl



{75 @ SQL REST API

 http://service.pdbj.org/mine/sql
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e q: SQLX

o format: xml | tsv | csv | plain

£ L < 1% “PDBj mine RESTAPI” TV = 7 % &
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http://service.pdbj.org/mine/sql

SQL REST API O 1{# FH I (Perl)

#!/usr/bin/env perl

use LWP::UserAgent;
use HTTP::Request::Common;

$ua = new LWP::UserAgent;

# set proxy server

#Sua->proxy(‘'http', '<proxy_server>:<proxy_port>'");

my $url = 'http://service.pdbj.org/mine/sql’;

my $q = <<EOF

SELECT s.pdbid , p.entity_id , p.pdbx_seq_one_letter_code_ can

FROM brief_summary s D E——

JOIN entity _poly p ON p.docid = s.docid SQL)’C
WHERE s.pdbid like '"1m%'

EOF

;’# make request
my $req = POST($url,
Content_Type => 'form-data’,

Content => [ ‘format' =>'csV', 'q' => "$q"]); <¢— HTTP POSTTFFﬁ\/ )/El\j/)'@

# post request
my $res = $Sua->request($req);

# show response.
if (res->is_success) {

printf "success!\n"; print $res->content;
}else {

print "failed\n";

}



MNHA 7Y 7 b (Python)

#! [/ usr/ bin/ env python

# Save this programin the file naned "m ne_sql.py" (or whatever).

# Use it |ike
# ./mne_sql.py tsv test.sql
# where "test.sql"™ is an SQ script.

# inmport nodul es

I nport sys
import urllib

# set proxy if you need
#proxy dict = {"http': "http://proxy.exanple.com 3128}
proxy_di ct = None

# You don't need to edit bel ow

# set paraneters

base url = 'http://service. pdbj.org/ mne/sql
out put _format = sys.argv[1]

sgl _query = open(sys.argv[2], 'r")

post _paranmeter = urllib.urlencode({'format': output_ format,

# generate access query

"q':sqgl _query.read()})

result = urllib.urlopen(base url, post_paraneter, proxies=proxy_dict)

# show result
print result.read()
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Linked Data or Web of Data
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RDF AJY
PDBo:datablockName -

PDBo:has_entityCategory

PDBo:of datablock

PDBo:has_entity

PDBo:entity.pdbx_description

PDBo: to_enzyme

PDBo: = http://pdbj.org/schema/pdbx-v40.owl#



PDB/RDF

~ http://pdbj.org/rdf/1GOF

fBE L7-URLZ &

EEL 32 = O A

() http://pdbj.orgfrdf{ LGOF

DY AFDBERIND,

€ =5 C @ pdbj.org/rdf_test/1COF A §
L e e s A i
PDBj- " LS Ta O Soteg
e & &~ Wi & L4 : L -4
q 0 About PDE/RDF
PDB/RDF PDB entry : 1GOF  http/ipdbj.org/rdfl1 GOF DF file for this entry FDB/RDF, cne:rgcomprDF
Home PREFIX Search PDB/RDF, chem-com
Data Deposition >> » rdf:
ADIT: PDB Deposition <http:/iwww.w3.0rg/1999/02/22- query: (e.g., 7RSA) [pos D >
ADIT-NMR . :g;:_ymax'"s#} property: (eg.
Search >> <hitp/iwww.w3.0rg/2000/01/rdf- ‘PDBo:entity. pdbx_description’)
Search PDB schema#> keywords: (e.g., 'alcohol’)
(Mine/xPSSS) + PDBo: submit ) ( reset
Search PDB/RDF <http:/fpdbj.org/schemaspdbx-
] vA0.owl#>

chem_comp/RDF

Latest Release
Search

Sequence-Navigator
Structure-Navigator
SeSAW

Ligand Binding Sites
(GIRAF)

EM Navigator

Search NMR Data
(BMRB)

Status Search

Service and Software >>
jV: Graphic Viewer
Yorodumi
Protein Globe
ASH
MAFFTash
SEALA
Structure Prediction
>

CRNPRED
Spanner
SFAS

Derived database >>
eF-site/eF-seek/eF-
surf
eProtS

ProeMode / ProMode
Elastic / ProMode
Oligomer

Molecule of the Month

. lond ax

« PDBr: <http:/pdbj.org/rdfi>

Subiject: http:/pdbj.org/rdi/1GOF

Predicate
PDBo:datablockName
PDBo:has_atom_sitesCategory
PDBohas_atom_sites_footnoteCategory
PDBohas_atom_typeCategory
PDBohas_audit_authorCategory
PDBohas_audit_conformCategory
PDBohas_cellCategory
PDBohas_chem_compCategory
PDBo:has_citationCategory
PDBohas_citation_authorCategory
PDBo:has_computingCategory
PDBohas_database_2Category
PDBo:has_database_PDB_matrixCategory
PDBohas_database_PDB_revCategory
PDBohas_database_PDB_rev_recordCategory
PDBohas_diffrnCategory
PDBohas_diffrn_radiationCategory
PDBo:has_diffrn_radiation_wavelengthCategory
PDBohas_entityCategory
PDBo:has_entity_keywordsCategory
PDBohas_entity_polyCategory
PDBo:has_entity_src_genCategory
PDBohas_entryCategory

PNRBn'haz_evnilCatennn:

Object ‘_
1GOF-noatom

F:5E(Subject)

B EE(Predicate)

PDBr:1GOF/atom_sitesCategory
PDBr:1GOF/atom_sites_footnoteCategory
PDBr:1GOF/atom_typeCategory
PDBr:1GOF/audit_authorCategory
PDBr:1GOF/audit_conformCategory
PDBr:1GOF/cellCategory
PDBr:1GOF/chem_compCategory
PDBr:1GOF/citationCategory
PDBr:1GOF/citation_authorCategory
PDBr:1GOF/computingCategory
PDBr:1GOF/database_2Category
PDBr:1GOF/database_PDB_matrixCategory
PDBr:1GOF/database_PDB_revCategory
PDBr:1GOF/database_PDB_rev_recordCategory
PDBr:1 GOF/diffmCategory
PDBr:1GOF/diffrn_radiationCategory

PDBr:1 GOF/diffrn_radiation_wavelengthCategory
PDBr:1GOF/entityCategory
PDBr:1GOF/entity_keywordsCategory
PDBr:1GOF/entity_polyCategory
PDBr:1GOF/entity_src_genCategory

PDBr:1GOF/entryCategory
PNDRriGOF feyntlCatennn:

A e

[§

Jalr

— HAYEE(

Object)



PDB/RDF 7z [k & T A %

oy o

() PDBj Mine Summary Page

() service.pdbj.org/mine/Detai =1gof =Summary b
« c | ® ice.pdbj.org/mine/Detail?PDBID=1gof&PAGEID=5: x
e - -
- L+ g+ 1 o
| o < £ or L £ or
Iw,\..]?‘.BJ s % \ A X “
English Statistics Help FAQ Contact Us
Home PDBJ (Protein Data Bank Japan) maintains a centralized PDB archive of macromolecular structures and provides integrated tools, in

collaboration with the RCSB, the BMRB in USA and the PDBe in EU. PDBj is supported by JST-NBDC and Osaka University.
Data Deposition >>

ADIT: PDB Deposition Ly s A

1‘4 umma 1go About PDBj Mine
ADIT-NMR i i [ g ﬂ Update Information
Search >>

Search PDB (Mine/xPSSS) [Surmtarsa‘ Structural Details || Experimental Details \ Functional Details Sequence Neighbor Downl oad/Display External DB |
PDB/RDF, chem_comp/RDF
Latest Release Search
Sequence-Navigator

| PDB ID or Keyword + ] _search

Structure-Navigator <Asymmetric unit> PDB ID 1gof sequence information (FASTA format)

SeSAW = <Biological unit> ( download PDB format file

(L:E%ETF?MHQ Stes Descriptor GALACTOSE OXIDASE (E.C.1.1.3.9) (PH 4.5)

EM Navigator NOVEL THIOETHER BOND REVEALED BY A1.7
Title ANGSTROMS CRYSTAL STRUCTURE OF

Search NMR Data (BMRB)

GALACTOSE OXIDASE
Status Search

Functional Keywords OXIDOREDUCTASE(OXYGEN(A))
Service and Software >>

= Biological source Hypomyces rosellus
[V Giraphic: Viewar Cellular location [UNP - Q01745] Secreted
Yorodumi
Total number of 1

Protein Globe polymer chains
ASH More images Total molecular weight 68785.9 (the details in Structural Details Page)
MAFFTash fto, N. , Phillips, S.E.V. , Knowles, P.F. (deposition
SEALA View y ‘?\?4'}‘3'"‘:2:‘}"?1""“""" Authors date : 1993-09-30, release date : 1994-01-31)
Structure Prediction >> ! lto, N. , Phillips, S.E. , Stevens, C., Ogel, Z.B.

CRNPRED McPherson, M.J. , Keen, J.N., Yadav, K.D., Knowles,

Spanner P.F.

SFAS Primary citation Novel thioether bond revealed by a 1.7 A crystal

structure of galactose oxidase.
Derived database >> Nature, 350:87 - 90, 1991.(PubMed : 2002850) (DOI:
eF-site/eF-seek/eF-surf 10.1038/350087a0)
eProtS Experimental method  X-RAY DIFFRACTION (1.7[A])
ProMode / ProMode Elastic / Yorodumi, CATH, CE , FSSP, SCOP, VAST,
ProMode Oligomer Other Database UniProt (Q01745) , eF-site, KEGG (EC 1.1.3.9),
Molecule of the Month Information EzCatDB, PISA,PQS, PDB/RDF )
Download >> \\,,,,,,77/,,,,/ =

iE}Eﬁ;chivaiSnapshol Electron density map is available to be displayed. :

PDB/RDF



i . http://pdbj.org/rdf/ GOF

e e o http://p Jorgr 3
; QST T U SO S T T SUE SO R
m_,_QBJ*“‘\ O~ h_“%“ ﬂ_kd < k‘\ “"‘*&“‘Lt_ o4

PDB/RDF PDB entry : 1GOF  http//pdbj.org/rdf/i GOF  Download RDF file for this entry PDWHDF_ﬂ::;ﬁﬁﬁggﬁ

Home PREFIX Search PDB/RDF, chem-comp/RDF
Data Deposition >> e rdf:

ADIT: PDB Deposition <;htlpifwwww30rgf1 999/02/22- query: (E.g., '?HSAI} [ PDE ID %)

ADIT-NMR rdf-syntax-ns#> property: (e.g.

o rdfs: 'PDBoentity.pdbx d intion"

Soasch 5> <http:/Awww.w3.0rg/2000/01 /rdf- PDBo:entity.pdbx_deseription’)

Search PDB schema#> keYWO"dS: (e.g., alcohol}

(Mine/xPSSS) + PDBo: submit ) [ reset

Search PDB/RDF, <http:/fpdbj.org/schema/pdbx-

chem_comp/RDF v40.owl#=>

Latest Release o PDBr: <http:/pdbj.org/rdfs>

Search

Sequence-Navigator R .

structure-Navigator  SUbject: http://pdbj.org/rdf/1GOF

SeSAW Predicate Object

Ligand Binding Sites
(GIRAF)
EM Navigator

Search NMR Data
(BMRB)

Status Search

Service and Software >>
JV: Graphic Viewer
Yorodumi
Protein Globe
ASH
MAFFTash
SEALA

Structure Prediction
B
CRNPRED
Spanner
SFAS

Derived database >>

eF-site/eF-seek/eF-
surf
eProtS

ProMode / ProMode
Elastic / ProMode
Oligomer

Molecule of the Month

n [y

PDBo:datablockName
PDBo:has_atom_sitesCategory
PDBo:has_atom_sites_footnoteCategory
PDBo:has_atom_typeCategory
PDBo:has_audit_authorCategory
PDBo:has_audit_conformCategory
PDBo:has_cellCategory
PDBo:has_chem_compCategory
PDBo:has_citationCategory
PDBo:has_citation_authorCategory
PDBo:has_computingCategory
PDBo:has_database_2Category
PDBo:has_database_PDB_matrixCategory
PDBo:has_database_PDB_revCategory
PDBo:has_database_PDB_rev_recordCategory
PDBo:has_diffrnCategory
PDBo:has_diffrn_radiationCategory
PDBo:has_diffrn_radiation_wavelengthCategory
PDBo:has_entityCategory
PDBo:has_entity_keywordsCategory
PDBo:has_entity_polyCategory
PDBo:has_entity_src_genCategory
PDBo:has_entryCategory

PNRnhas eyntlCatennn:

1GOF-noatom
PDBr:1GOF/atom_sitesCategory
PDBr:1GOF/atom_sites_footnoteCategory
PDBr:1GOF/atom_typeCategory
PDBr:1GOF/audit_authorCategory
PDBr:1GOF/audit_conformCategory
PDBr:1GOF/cellCategory
PDBr:1GOF/chem_compCategory
PDBr:1GOF/citationCategory
PDBr:1GOF/citation_authorCategory
PDBr:1GOF/computingCategory
PDBr:1GOF/database_2Category
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<7xml version="1.0" encoding="UTF-8"7>

<7xml-stylesheet type="text/xml" href="http://pdbj.org/rdf-supp/pdbj-rdf.xsl" 7>

<rdf:RDOF xmlns:PDBo="http://pdbj.org/schema/pdbx-v40.owi#" xmins:rdfs="http://www.w3.0rg/2000/01 /rdf-schema#"
xmins:rdf="http://www.w3.0rg/1999/02/22-rdf-syntax-ns#" >

<PDB0:PDBID rdf:about="http://pdbj.org/pdb/1 GOF">
<rdfs:label>1G0OF</rdfs:label>

</PDBo:PDBID>

<rdf:Description rdf:about="http://pdbj.org/rdf/1 GOF/entity/1">
«<PDBo:of_datablock rdf:resource="http://pdhj.org/rdf/1GOF" />
<PDBo:of_category rdfiresource="http://pdbj.org/rdf/1 GOF/entityCategory" />
<PDBoentity.formula_weight>68579.2 50</PDBo:entity.formula_weight>
<PDBo:entity.id> 1 </PDBo:entity.id>
<PDBo:entity.pdbx_description=GALACTOSE OXIDASE</PDBa:entity.pdbx_descriptions
<PDBo:entity.pdbx_ec>=1.1.3.9</PDBo:entity.pdbx_ec>
<PDBo:entity.pdbx_number_of_maolecules>1</PDBo:entity.pdbx_number_of_molecules>
<PDBo:entity.src_method>man</PDBo:entity.src_method>
<PDBo:entity.type>polymer</PDBo:entity.type>
«<PDBo:link_to_enzyme rdf:resource="http://purl.uniprot.org/enzyme/1.1.3.9"/>
<PDBo:referenced_by_entity_keywords rdfiresource="http://pdbj.org/rdf/1GOF/entity_keywords/1"/>
<PDBo:referenced_by_entity_poly rdfiresource="http://pdhj.org/rdf/1 GOF/entity_poly/1"/>
<PDBo:referenced_by_entity_src_gen rdf:resource="http://pdbj.org/rdf/1 GOF/entity_src_gen/1"/>
<PDBo:referenced_by_struct_asym rdf:resource="http://pdbj.org/rdf/1GOF/struct_asym/A"/>
<PDBo:referenced_by_struct_ref rdf:resource="http://pdbj.arg/rdf/1 GOF/struct_ref/1"/>
<rdfitype rdfiresource="http://pdbj.org/schema/pdbx-v40.owl#Eentity" />

</rdf:Description>

</rdf:RDF>
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PDB/RDF PDB entry : 1GOF  http://pdbj.org/rdfH GOF Download RDF file for this entry PDB/ADF , chem__comp/ADF Sequance-Navigator ; : )
Structure-Navigator Subject: hitp:/pdbj.org/rdf/1 GOF/entity_poly/1
Home PREFIX Search PDB/RDF, chem-comp/RDF Sesaw Predicate Object
Data Deposition >> « rdf: <http/Avww.w3.0rgH 889/02/22- Ligand Binding Stes (GIRAF) PDBoof
ADIT: PDB Deposition rdf-syntax-ns#> query: (e.g., 7RSA) [ pos D EM Navigator _datablo  PDBr:1GOF
o rdfs: prnperly' Search NMR Data (BMRB) ck
ADIT-NMR <http /Awww.w3.0rg/2000/01 rdf- [ —— (;"'g" . Status Search PDBof
Search >> schema#> o:entity.pdbx_description’) Service and Software >> _categor  PDBr:1GOF/entity_polyCategory
Search PDB + PDBo: keywords: (e.g., 'alcohol) JV: Graphic Viewer y
(Mine/xPSSS) <htip:/fpdbj.org/schema/pdbx- (Gubmit) (reser) Yorodumi PDBoe
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EM Navigator PDBoentity.id 1 D'””:" :"/"Fh"';’F . monome
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Search NMR Data PDBoentity.pdbx_description GALACTOSE OXIDASE eProts ASAPIGSAISRNNWAVTCDSAQSGNECNKAIDGNKDTFWHTFYGANGDPKPPHTYTIDMKTTQNVNGLSMLPRQ
(BMRB) PDBoentity.pdbx_ec 11.39 ProMode / ProMode Elastic / PDBoe  DGNQNG WIGRHEVYLSSDGTNWGSPVASGSWFADSTTKYSNFETRPARYVRLVAITEANGQPWTSIAEINVFQA
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Yorodumi PDBollink_to_enzyme hitp:/fpurl.uniprot.orglenzyme/1.1.3.9 Links CTTNHFDAQIFTPNYLYNSNGNLATRPKITRTSTQSVKVGGRI TISTDSSISKASLIRYGTATHTVNTDQRRIPLTLT
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