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sProls PDBMLplus®#i5 2D WT »PDBMLplusAF— 7 7 /L o I=HAZUTED \R|hPDBI Y kU —IDEXPath® IR EIEE T IEXPath ¥ ¥ 7 1 —XEFIAT R C LA TIET. BANAY T OHEE
ProMode / ProMode Elastic / P I . .
ProMode Oligomer PDBML7— % &UE Y 5 7077 Ll -5 70— RR—  EDM viewer KTFO@EDTY, ZHick>TPDBMLplus 7 7 1 LDISEEATRI ZMO T C LA TEET,
il L SQLYIYEAALTFEW -2 U 0f 1R— Y DFRIH 16 o 2SS http://service.pdbj.org/mine/xpath/{PDBID} {XPath}
FyoO—FK>» * GRAE
PDB Archive/Snapshot * M?‘m% BIZIE PDBT> kU — T1gof @ “citation_author" (XEREEMW®) ZMOHLIWAES, {PDBIDHE "1gof'. (XPath}
S : PDBin HU;‘E" mp |&'/datablock/citation_authorCategory/citation author"LEEL&¥. D&, URLEBTRUTOL 3B ET,
uvok —ex
A : gﬁ{ > http://service.pdbj.org/mine/xpath/ 1 gof/datablock/citation_authorCategory/citation_author

SQLERE | Uty k ZNTFHEE
BERAA Y
SeSAW Tutorial
PDBF—5 &
% ARV RSA U SHEREMBTELERDESEBD KT,

+ PDBML-noatom % wget "http://service.pdbj.org/mine/xpath/ 1 gof/datablock/citation_authorCategory/citation_author| @citation_id='primary']" -O result.xm|

—RMER (primary citation) £ OEEREMDOELIEVWES, ROLSICEELET,
© 2007 PDB;. All Rights Reserved.

http://service.pdbj.org/mine/xpath/1 gof/datablock/citation_authorCategery/citation_author[ @citation_id="primary']
FERN - 7350V —RYY— | Z2—ALY— | BEOHEER | PDBjXA ¥/\— | HFY

DR

% cat result.xml
<PDBx:citation_author citation_id="primary" name="ito, N." ordinal="1"/>
<PDBx:citation_author citation_id="primary" name="Phillips, S.E." ordinal="2"/>
<PDBx:citation_author citation_id="primary" name="Stevens, C." ordinal="3"/>
<PDBx:citation_author citation_id="primary" name="0gel, Z.B." ordinal="4"/>
<PDBx:citation_author citation_id="

<PDBx:citation_author citation_id="primary" name="Yadav, K.l 7"
<PDBx:citation_author citation_id="primary" name="Knowles, P.F." ordinal="8"/>

TR T I L BHOTHRRBLEZ LW ARIITOY—E A



XPath 7 = 79—t &

URL IS L 72\ 57— 4% % XPath TIRET 5

(") PDE] Mine:REST API

(") service.pdbj.org/mine/xpa

C  ®)|service.pdbj.org/mine/xpath/1gof/datablock/citation_authorCategory/citation_author

<PDBx:citation_author citation_id="primary" name="Ito, N." ordinal="1"/>
<PDBx:citation_author citation_id="primary" name="Phillips, 5.E." ordinal="2"/>
<PDBx:citation_author citation_id="primary" name="5tevens, C." ordinal="3"/>
<PDBx:citation_author citation_id="primary" name="0gel, Z.B." ordinal="4"/>
<PDBx:citation_author citation_id="primary" name="McPherson, M.J." ordinal="5"/>
<PDBx:citation_author citation_id="primary" name="Keen, J.N." ordinal="6"/>
<PDBx:citation_author citation_id="primary" name="Yadav, K.D." ordinal="7"/>
<PDBx:citation_author citation_id="primary" name="Knowles, P.F." ordinal="8"/>

<PDBx:citation_author citation_id="1"
<PDBx:citation_author citation_id="1"
<PDBx:citation_author citation_id="1"
<PDBx:citation_author citation_id="1"
<PDBx:citation_author citation_id="2"
<PDBx:citation_author citation_id="2"
<PDBx:citation_author citation_id="2"
<PDBx:citation_author citation_id="2"
<PDBx:citation_author citation_id="2"
<PDBx:citation_author citation_id="2"

name="lto, N." ordinal="9"/>
name="Phillips, S.E.V." ordinal="10"/>
name="Yadav, K.K.S5." ordinal="11"/>
name="Knowles, P.F." ordinal="12"/>
name="McPherson, M.J." ordinal="13"/>
name="0gel, Z.B." ordinal="14"/>
name="5Stevens, C." ordinal="15"/>
name="Yadav, K.D.5." ordinal="186"/>
name="Keen, J.M." ordinal="17"/>
name="Knowles, P.F." ordinal="18"/>




XPath & &

e XML 7 7 A NVOEEZZIRET 5 HiE

WH . /datablock/entityCategory/entity[@id="1")/pdbx_ec/text()
— “1.1.3.9”

<datablock>

;éntityCategory>
<entity id="1">

<pdbx_ec>1.1.3.9</pdbx_ec>
</entity>

<éHtityCategory>

<}aétablock>

http://pdbj.org/mine/xpath/{PDBID}/{xpath} & IEET %,


http://pdbj.org/mine/xpath/

XPath: a<Y K74 v

“wget” 2wV I

= — zsh — 118x37

[akinjo@gamma ~]$[wget http://service.pdbj.org/mine/xpath/lgof/datablock/citation_authorCategory/citation_author

—2012-01-19 16:05:33—

f£ & 1349 (1.3K) [text/plain]

http://service.pdbj.org/mine/xpath/lgof/datablock/citation_authorCategory/citation_author
service.pdbj.org (service.pdbj.org) ZDNSICEWHPOETWEHE T ... 133.1.158.145

service.pdbj.org (service.pdbj.org)|133.1.158.145
HTTP L 2 BSEERZXELELEL, BEEZ/F>TWET ... 200 0K

|‘ citation_author' IC{R%E T

-

100%[==

80 CEELTWET ... EELEL L,

7 7AWV S LT

>] 1,349 —.K/s KRE 0s

2012-01-19 16:05:33 (161 MB/s) - “citation_author' ~{R#EST

[1349/1349]

[akinjo@gamma ~]$| cat citation author N—“Cat” .| 7 ‘/ F T\.‘ 7 7 /{ }I/ % 77} %

<PDBx:citation_author citation_id="1"
<PDBx:citation_author citation_id="1"
<PDBx:citation_author citation_id="1"
<PDBx:citation_author citation_id="1"
<PDBx:citation_author citation_id="2"
<PDBx:citation_author citation_id="2"
<PDBx:citation_author citation_id="2"
<PDBx:citation_author citation_id="2"
<PDBx:citation_author citation_id="2"
<PDBx:citation_author citation_id="2"
[akinjo@gamma ~]$

<PDBx:citation_author citation_id="primary" name="Ito, N." ordinal="1"/>
<PDBx:citation_author citation_id="primary" name="Phillips, S.E." ordinal="2"/>
<PDBx:citation_author citation_id="primary" name="Stevens, C." ordinal="3"/>
<PDBx:citation_author citation_id="primary" name="Ogel, Z.B." ordinal="4"/>
<PDBx:citation_author citation_id="primary" name="McPherson, M.J." ordinal="5"/>
<PDBx:citation_author citation_id="primary" name="Keen, J.N." ordinal="6"/>
<PDBx:citation_author citation_id="primary" name="Yadav, K.D." ordinal="7"/>
<PDBx:citation_author citation_id="primary"

name="Ito, N." ordinal="9"/>
name="Phillips, S.E.V." ordinal="10"/>
name="Yadav, K.K.S." ordinal="11"/>
name="Knowles, P.F." ordinal="12"/>
name="McPherson, M.J." ordinal="13"/>
name="0gel, Z.B." ordinal="14"/>
name="Stevens, C." ordinal="15"/>
name="Yadav, K.D.S." ordinal="16"/>
name="Keen, J.M." ordinal="17"/>
name="Knowles, P.F." ordinal="18"/>

name="Knowles, P.F." ordinal="8"/>
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Linked Data: PDB/RDF

() PDBj Mine #EEA—37 : 1gof ]
() hup:/ fpdbl.org/ rdf/1GOF

€« c|® servi(e‘ndbj.nrgfrcine/De[ai\Q’P?BlD= 1gof&PAGEID=Summary o . _— {‘; Q P C [ © pabj.org/rdf/ 1GOF Y
=l X > . £ > . & < < — < — 4 — T
B]?B_]k e & - £ &t s £ e 4 . PDBj-* < ML\ . etk g\\ . ek g\\ .
Japanese @EAR ~LT FAQ SHLED : ; » -
B PDB/RDF PDB entry : 1GOF hitp/pdbj.org/rdi/ 1 GOF Download RDF file for this entry PDBRDE, cﬁ;ﬂgﬁgﬁgﬁ
hyFmR— BAZEOE#EET— ¥/ 7 (PDB]: Protein Data Bank Japan) &, JST-NBDCE KERAF OXEEFE [+, KERCSB. BMRB. &L UR
s MPDEsttﬁt‘b'C EERATOUEEET—F N—AEEBRNICHE—bENPDBF —h 7L UTEET I L L biT, A BEBITY — Home PREFIX Search PDB/RDF, chem-comp/RDF
< Data Deposition >> « rdf: <http/Awww w3.org/1 -rdf-syntax-
= e LERGELTHD &, p df: <http:/Avww.w3.0rg/1998/02/22-rdf-sy)
ADIT: PDB Deposition I ADIT: PDB Di t ns#> (e.g., 7RSA") | poe D
ADIT-NMR M. s 8 1%'.\ l/t__-ab\r i positon o rdfs: <htip/www.w3.0rg/2000001df-schema>  property: ©q.
'Y T ne &;[1 go'l] PDBj Mme}; ;g; Search 5> : gggrm:.jt:t;:;;g::énjj..Dnr;g/ﬁxf:/llema/pdbx—v40.nwl#> 'PDBo:entity.pdbx_description’)
Search PDB (Mine/xPSSS) Search PDB (Mine/xPSSS) keywords: (e.g., 'alcohol’)
PDB/RDF, chem_comp/RDF 2 < z i . PDB/RDF, chem_comp/RDF submit J  reset
Laicei Poloass Seaich (&) mare | =ure | aeme | EREaR | 490 F/EERR | AB7—5~<—2 Latest Release Search
Sequence-Navigator PDB ID or Keyword 3 | [ #% Sequence-Navigator . . N .
Sirucire HavRalds Structure-Navigator Subject: http:/pdbj.org/rdf/1GOF
SesAW SeSAW Predicate Object
Ligand Binding Sites (GIRAF) <FER R I hU—ID(PDBID) 1gof FEFUINER (FASTARET) [possrriossvo—F | Ligand Binding Sites (GIRAF) PDBodatablockName 1GOF-noatom
= EM Navigator .
g:“a:::vf;l;rmla EMRE) SERFHRIL DTEM GALACTOSE OXIDASE (E.C.1.1.3.9) (PH 4.5) Search l?MR Data (BMRB) PDBo:has_atom_sitesCategory PDBr:1GOF/atom_sitesCategory
S NOVEL THIOETHER BOND REVEALED BY A 1.7 Status Search PDBothas_atom_sites_footnoteCategory PDBr:1GOF/atom_sites_footnoteCategory
414 hIL ANGSTROMS CRYSTAL STRUCTURE OF Service and Software 5> PDBohas_atom_typeCategory PDBr:1GOF/atom_typeCategory
—EA&Y TR TIT >> GALACTOSE OXIDASE PDBo:h dit_authorCat PDBr:1GOF/audit_authorCats
B V- Graphio Viewer ohas_audit_authorCategory r audit_authorCategory
JV: Graphic Viewer HWrEQF—7—F OXIDOREDUCTASE(OXYGEN(A)) Yorodumi PDBohas_audit_conformCategory PDBr:1GOF/audit_conformCategory
8 (Yoradumi) BHETZEME Hypomyces rosellus Protein Globe zggn::asfc:”cmegnryc zg:m gg:jc:IICalegnryc
Protein Globe ASH 0'has_chem_compCategory ri1 ‘chem_compCategory
ASH s MR DLE [UNE=001745) Secrelad MAFFTash PDBo:has_citationCategory PDBr:1GOF/citationCategory
MAFFTash NUT—MOEEE 1 SEALA PDBo:has_citation_authorCategory PDBr:1GOF/citation_authorCategory
SEALA HOBILE&ESS HFBOSE 68785.9 (Ml HESISHRDR—) Structure Prediction >> PDBothas_computingCategory PDBr:1GOF/computingCategory
Structure Prediction >> lto, N, Phillips, S.E.V. , Knowles, P.F. (B&E] : 1993 CRNPRED PDBo:has_database_2Category PDBr:1GOF/database_2Category
CRNPRED IRTMEL 17 EE 09130. I"F‘ﬂEil’ i 9'94"0' '_e Bl ¥ Spanner PDBo:has_database_PDB_matrixCategory PDBr:1GOF/database_PDB_matrixCategory
Spanner (jva/Jdmol) TRZ " o ’T ol . 1-91) SFAS PDBohas_database_PDB_revCategory PDBr:1GOF/database_PDB_revGCategory
SFAS ;\‘AO!F':‘:; ' Ph"“fnshs'i' i S'EJV;"'S!YC-(; Ogle(IbZ'B}'(, i Derived database >> PDBo:has_database_PDB_rev_recordCategory PDBr:1GOF/database_PDB_rev_recordCategory
CRF—FAR—2R 5> P[|:7 i e i e i eF-site/eF-seek/eF-surf PDBo:has_diffrnCategory PDBr:1GOF/diffrCategory
oF-site/eF-seakloF-surf El::ba Novel thioether bond revealed by a 1.7 A crystal eprots PDBo:has_diffrm_radiationCategory PDBr:1GOF/diffn_radiationCategory
oProts structure of galactose oxidase. 'P;fﬂmﬂgi /o 'I”ﬂMﬂda Elastic / PDBo:has_diffrn_radiation_wavelengthCategory PDBr:1GOF/diffrn_radiation_wavelengthCategory
87 - = . roMode Cligomer r N . "
ProMode / ProMode Elastic / ???536?35500%76738) Rl e Ho Molecule of the Month PDBo:has_enfityCategory PDBr:1 GOF/entityCategory
ProMode Oligomer e PDBo:has_entity_keywordsCategory PDBr:1GOF/entity_keywordsCategory
Molecule of the Month RBFE X-RAY DIFFRACTION ( 1-7[A] ) Download >> PDBochas_entity_polyCategory PDBr:1GOF/entity_polyCategory
FOvO—F J55.(Yorodumi), CATH , CE , FSSP, SCOP , VAST, PDB Archive/Snapshot Archive PDBohas_entity_src_genCategory PDBr:1GOF/entity_src_genCategory
A A= UniProt (Q01745 ) , eF-site; KEGG(EC 1.1.3.9), Links PDBo:has_entryCategory PDBr:1GOF/entryCategory
PDB Archive/Snapshot DT —5 R—AMWR Sl \
Archive EzCalDB, PISA, PQS ‘{'DB’HDF ) PDBo:has_exptiCategory PDBr:1GOF/exptiCategory
Uusk — PDBohas_exptl_crystalCategory PDBr:1GOF/exptl_crystalCategory
BFHET v 7 (EDM) PDBo:has_pdbx_database_remarkCategory PDBr:1GOF/pdbx_database_remarkCategory
) PDBo:has_pdbx_database_statusCategory PDBr:1GOF/pdbx_database_statusCategory
*1) V4 & Jmol 2 it Java(TM)Plug-in 1,55 EASHETF, PDBohas_pdbx_entity_nonpolyCategory PDBr:1GOF/pdbx_entity_nonpolyCategory
RE—HDMac OS X TRIVF 7L v MSRFTEREA, FLRBIESEIRES L. PDBo:has_pdbx_entry_detailsCategory PDBr:1GOF/pdbx_entry_detailsCategory
5 5 PDBo:has_pdbx_struct_assemblyCategory PDBr:1GOF/pdbx_struct_assemblyCategory
©2007 PDB]. All Rights Reserved. PDBo:has_pdbx_struct_assembly_genCategory PDBr:1GOF/pdbx_struct_assembly_genCategory
FIRRK - 7o NRY—RUy— | Za—2ZL5— | BEOHER | PDBjX »/\— If tHHR PDBo:has_pdbx_struct_oper_listCategory PDBr:1GOF/pdbx_struct_oper_listGategory
PDBo:has_pdbx_struct_sheet_hbondCategory PDBr:1GOF/pdbx_struct_sheet_hbondCategory

PDBo:has_pdbx_validate_chiralCategory PDBr:1GOF/pdbx_validate_chiralCategory

“PDB/RDF” 2 7 V) v 7



Linked Data

() PDBj Mine #EEA—37 : 1gof ]
() hup:/ fpdbl.org/ rdf/1GOF

Search PDB (Mine/xPSSS)
PDB/RDF, chem_comp/RDF
Latest Release Search

WENEE || KRS || deEs | AREeE | 990 0— F/EEER | ABF—s<—X |

Sequence-Navigator leBDBID okevweordats| |sMIRs]
Structurs gator
SeSAW

Ligand Binding Sites (GIRAF)
EM Navigator
Search NMR Data (BMRB)
Status Search
Y—EA&VITRUIT >
JV: Graphic Viewer
8 (Yorodumi)
Protein Globe
ASH
MAFFTash
SEALA
Structure Prediction >>
CRNPRED
Spanner
SFAS
ZRF=FR—Z 5>
eF-site/eF-seek/eF-surt
eProtS
ProMode / ProMode Elastic /
ProMode Oligomer
Molecule of the Month
FovO—Fs>s
PDB Archive/Snapshot
Archive

Yok

<FERIHRE A IvhY—ID(PDBID) 1gof ECFII43R (FASTARZRL) (PoszrioFovD—F |
= <AEYIFR B>
SFEH GALACTOSE OXIDASE (E.C.1.1.3.9) (PH 4.5)
NOVEL THIOETHER BOND REVEALED BY A 1.7
F1hIL ANGSTROMS CRYSTAL STRUCTURE OF
GALACTOSE OXIDASE
BEQF—7—K OXIDOREDUCTASE(OXYGEN(A))
BRTIEYE Hypomyces rosellus
HrEp o E [UNP - Q01745] Secreted
RUT—WOERY 1
EOBIEREES STROAE 68785.9 (il id HESERO~R—2)
= Ito, N., Phillips, S.E.V., Knowles, P.F. (B§&H : 1993-
IRTMBE 21— #E 09-30 '\Fﬁg :1994-01-31) (
(jva/Jdmol) TR 1 cal
Ito, N., Phillips, S.E. , Stevens, C., Ogel, ZB.,
McPherson, M.J., Keen, J.N., Yadav, K.D., Knowles,
P.F.
e Novel thioether bond revealed by a 1.7 A crystal
structure of galactose oxidase.
Nature, 350:87 - 90, 1991.(PubMed : 2002850) (DOI:
10.1038/350087a0)
RBFE X-RAY DIFFRACTION ( 1.7[A])
J1R(Yorodumi), CATH , CE , FSSP, SCOP , VAST,
HOF—y~— i UniProt(Q01745), eF—;ils’,’KEGS\(\EC 11.39),

EzCatDB, PISA, PQS( PDB/RDF )
h S

BFEEY v 7 (EDM)

*1)jv4 & Jmol ICldJava(TM)Plug-in 1.5 EARE T,
RE—HDMac OS X TRIVF 7L v MSRFTEREA, FLRBIESEIRES L.

© 2007 PDB. All Rights Reserved.

FIBRH - 7oANRY—RUY— | Z2—ALY— | BEOHER | PDBjAV/— I HARY
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Search PDB (Mine/xPSSS)
PDB/RDF, chem_comp/RDF
Latest Release Search
Sequence-Navigator
Structure-Navigator
SeSAW
Ligand Binding Sites (GIRAF)
EM Navigator
Search NMR Data (BMRB)
Status Search
Service and Software >>
JV: Graphic Viewer
Yorodumi
Protein Globe
ASH
MAFFTash
SEALA
Structure Prediction >>
CRNPRED
Spanner
SFAS
Derived database >>
eF-site/eF-seek/eF-surf
eProts
ProMode / ProMode Elastic /
ProMode Oligomer
Molecule of the Month
Download >>
PDB Archive/Snapshot Archive

Links

Subject: http:/pdbj.org/rdf/1GOF

Predicate
PDBo:datablockName
PDBo:has_atom_sitesCategory
PDBothas_atom_sites_footnoteCategory
PDBo:has_atom_typeCategory
PDBo:has_audit_authorCategory
PDBo:has_audit_conformCategory
PDBothas_cellCategory
PDBo:has_chem_compCategory
PDBo:has_citationCategory
PDBo:has_citation_authorCategory
PDBothas_computingCategory
PDBo:has_database_2Category
PDBo:has_database_PDB_matrixCategory
PDBothas_database_PDB_revCategory
PDBo:has_database_PDB_rev_recordCategory
PDBo:has_diffrnCategory
PDBo:has_diffm_radiationCategory
PDBothas_diffrn_radiation_wavelengthCategory
PDBo:has_entityCategory
PDBo:has_entity_keywordsCategory
PDBochas_entity_polyCategory
PDBo:has_entity_src_genCategory
PDBo:has_entryCategory
PDBo:has_exptiCategory
PDBohas_exptl_crystalCategory
PDBo:has_pdbx_database_remarkCategory
PDBo:has_pdbx_database_statusCategory
PDBohas_pdbx_entity_nonpolyCategory
PDBo:has_pdbx_entry_detailsCategory
PDBo:has_pdbx_struct_assemblyCategory
PDBo:has_pdbx_struct_assembly_genCategory
PDBothas_pdbx_struct_oper_listCategory
PDBo:has_pdbx_struct_sheet_hbondCategory
PDBo:has_pdbx_validate_chiralCategory

submit | | reset

Object
1GOF-noatom

PDBr:1GOF/atom_sitesCategory
PDBr:1GOF/atom_sites_footnoteCategory
PDBr:1GOF/atom_typeCategory
PDBr:1GOF/audit_authorCategory
PDBr:1GOF/audit_conformCategory
PDBr:1GOF/cellCategory
PDBr:1GOF/chem_compCategory
PDBr:1GOF/citationCategory
PDBr:1GOF/citation_authorCategory
PDBr:1GOF/computingCategory
PDBr:1GOF/database_2Category
PDBr:1GOF/database_PDB_matrixCategory
PDBr:1GOF/database_PDB_revCategory
PDBr:1GOF/database_PDB_rev_recordCategory
PDBr:1GOF/diffrCategory
PDBr:1GOF/diffrn_radiationCategory
PDBr:1GOF/diffrn_radiation_wavelengthCategory
PDBr:1GOF/entityCategory
PDBr:1GOF/entity_keywordsCategory
PDBr:1GOF/entity_polyCategory
PDBr:1GOF/entity_src_genCategory
PDBr:1GOF/entryCategory
PDBr:1GOF/exptiCategory
PDBr:1GOF/exptl_crystalCategory
PDBr:1GOF/pdbx_database_remarkCategory
PDBr:1GOF/pdbx_database_statusCategory
PDBr:1GOF/pdbx_entity_nonpolyCategory
PDBr:1GOF/pdbx_entry_detailsCategory
PDBr:1GOF/pdbx_struct_assemblyCategory
PDBr:1GOF/pdbx_struct_assembly_genCategory
PDBr:1GOF/pdbx_struct_oper_listCategory
PDBr:1GOF/pdbx_struct_sheet_hbondCategory
PDBr:1GOF/pdbx_validate_chiralCategory

© senvi I i i = -
€« C | @ service.pdbj.org/mine/Detail2?PDBID=1gof&PAGEID=Summary P C | © pdbl.org/rdf/1GOF Ry
T AW P Ay ol 7 -, LR T LS TEE v D i L A L T
EDBIEFEC SN LT L ETE L o N PDBj. < A AR o o <
' ] WEABE LT FAQ BELELE S — s s . =
J & T
i g = PDB/RDF PDBentry: 1GOF  hitpupdbi.org/di GOF Download RDF fle for this entry PN oot e
hyFmR— BAZEOE#EET— ¥/ 7 (PDB]: Protein Data Bank Japan) &, JST-NBDCE KERAF OXEEFE [+, KERCSB. BMRB. &L UR ! =
e MPDHBECEWJ‘L;'C EEBHTOIERET—F N AEEBMNICHE—(LENLPDBY —h+ FELTEET I L L BT, RABRITY — Home PREFIX Search PDB/RDF, chem-comp/RDF
il LERBLTHDES, Data Deposition 5> o rdf: <http:fwww.w3.org/1 999/02/22-rdf-syntax-
ADIT: PDB Deposition S Py ADIT: PDB Deposit ns#> ID: (e.g., 7RSAY) [ poE D
ADIT-NMR 3 ro; BEER—YIE21T o een « rdfs: <htip:/www w3.org/2000/0 dt-schemat>  property: (g,
Mne Bl=E[1gof] PDBj Minelc 21\ T « PDBo: <http:/ipdbj.org/schema/pdbx-v40.owl#> 1 DBoentity pdbx. dessription’)
WR > S Search 5> « PDBr: <http:/ipdbj.org/rdft> senity.palbx_ p
keywords: (e.g., 'alcohol’)



RDF AFY
PDBo:datablockName -

PDBo:has_entityCategory

PDBo:of datablock

PDBo:has_entity

PDBo:entity.pdbx_description

PDBo: to_enzyme

PDBo: = http://pdbj.org/schema/pdbx-v40.owl#



PDB/RDF

http://pdbj.org/rdf/1GOF

(72 heep: //pdb).org /rdf/ 1GOF

€ = C @ pdbj.org/rdf_test/1GOF

PDBj-

Ao
L

&
& UL

PDB/RDF

Home
Data Deposition >>

ADIT: PDB Deposition
ADIT-NMR

Search >>
Search PDB
(Mine/xPSSS)

Search PDB/RDF,
chem_comp/RDF

Latest Release
Search

Sequence-Navigator
Structure-Navigator
SeSAW

Ligand Binding Sites
(GIRAF)

EM Navigator
Search NMR Data
(BMRB)

Status Search
Service and Software >>
JV: Graphic Viewer
Yorodumi
Protein Globe
ASH
MAFFTash
SEALA
Structure Prediction
>>
CRNPRED
Spanner
SFAS

Derived database >>

eF-site/eF-seek/eF-
surf
eProtS

ProMode / ProMade
Elastic / ProMode
Oligomer

Moalecule of the Month

n. lond sx
(

Subject: hitp:/pdbj.org/rdf/1GOF

PDB entry : 1GOF  hitpJ//pdbj.org/rdf1GOF  Downloa

PREFIX

e rdf:
<http/iwww.w3.0rg/1999/02/22-
rdf-syntax-ns#>

e rdfs:
<http /Awww.w3.0rg/2000/01/rdf-
schema#>

« PDBo:
<http//pdbj.org/schema/pdbx-
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