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Activities

PDB50 Award
2021 58 4 B (X) ~ 58 (0K (EST=UTC-4) [CRfESN
7= PDB &R3I 50 BFESERDWRRY ERBTAUNEE - pFE
MFE= (ASBMB) AT VARINT 209 HDRRI—FHFKNHY),
ZDOHRNS 4 ZOREREITRAI—ENBONE LT,
BREREFE : Nicholas Mamisashvili, Shelter Island High
School, Molecular Dynamics Simulation of 6PEY.pdb a

Novel Mutation in the Enzyme

Methylenetetrahydrofolate Reductase

K % £ & B F H :ljeoma Okoye, Vassar College, X-ray and Antioxidant Determination of Butein and
2’ ,4’ -dihydroxy-3,4-dimethoxychalcone to Examine their Antimalarial Activity by Binding to
Falcipain-2

X %2 It £ & # F & : Daniel Sultanov, New York University, Mining for functional ribosomal variants in
Saccharomyces cerevisiae

BT xERMEF E : Seda Kocaman, National Institute of Environmental Health Sciences, Different ATP
binding states of the essential AAA (ATPases Associated with various Activities)-ATPase Rix7 facilitate

substrate translocation in ribosome biogenesis

PDBjhUEL7=PDBI Y M)—DE- Mg (20215)
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PDB 77X 50RSFECEY kI A FEEPDBRAY—EIC DT

2021 %11 B 24 H (K). PDBAIE 50 AF=E&
LT ITPDB 7Y 7#IK 50 BAFEE&Y URITL~TIT
HMXEEEMFEDERSTIRE Protein Data Bank 50 &0
HHh~] EFISAUTHRELELUZ. BRSNS 300 %
L EOMREBEBDISINZE VW EZESBARNOBITKRADZE
MTEFLUE,

RRAI—tyoarTlEk. PIFTZEHRRICT HEHLS 78
HORENBY ., TDOE5. FEGSUVICEFMRAEICEK
3 57 £ PDBj iRR9—EDEEMR QY FEUE,

BEDRER. LUTD 4 BRZEEBEERELELUEZDT.
CCICRFTDEEBIT, DEUBSHIWELET, T8
DHEIAICIFEAZEEEE (BFE. PDBj /ANILT1TY
) =HEYULET,

* “Structural Insights into the Clustering and
Activation of Tie2 Receptor Mediated by
Tie2 Agonistic Antibody” , Gyunghee Jo (Center for Biomolecular and Cellular
Structure, Institute for Basic Science(IBS), Republic of Korea)

* “Crystal structure of methylenetetrahydrofolate reductase from Sphingobium
sp. SYK-6" , Hongyang Yu (Structural Biology Research Center (SBRC),
Institute of Materials Structure Science, High Energy Accelerator Organization
(KEK) , and Department of Materials Structure Science, School of High Energy
Accelerator Science, The Graduate University for Advanced Studies
(SOKENDAI), Japan)

* “Exploring the structural aspects of a novel phospholipid-binding protein” , Angshu Dutta
(Department of Biosciences and Bioengineering, Indian Institute of Technology Guwahati, India)

* “A new trend of protein crystallography: Polymorph analysis using hierarchical clustering of
diffraction data” , Hiroaki Matsuura (RIKEN/SPring-8 Center)

RRY—BDBEBHEDFEEAICIITHRAICRSHBLLITET, £eo vIalICBM<KET >R IRTORREDHRTXIC
SHLBELETFET,

([R5 —FEE]

BHRER (KBRAF). AWER (WERKXE ). g (KBRKXFE). JlmE (—f) EREMARNR). JIFRK (K
RAZFE). FIFE— (RRAF). iR ( KIRAFE ). RISRRER REIIRE). NFARE (KiRKAF). #AKRE (K
RAF). MBE— (ABKKRE). BAFE— (KRAF). BEREF (KRAF ). HPFER (KRAF). #BEET (RRE
IRRERMTAFERARE) . PINHE (KBRKRE ). RENEF (KIRAF). BREE (RRERMERAT ). BREN (KR
RF)BARE FHRIIAT). FEIME (FREFEMRTRT ) ORHEE (REAFE ). BIREE (KIRKFE) WA (KIRAF).
KOER (KRAF). B/ AFF (KRAFE ). WTFRE (KERKFE) A, HLDAHIRE

REBEQRUERIH. COVUIRIILFREICDOIHUTIE, —BUMEEAEAERERMELVERRDCHEREBYZ UK,
iz % 59 BEAEYIEZRT T M MARIUNISUICARKREEAERAMOERERM I —& U TRELELE.
BRSO IER - CHBAICH TRESBELLITERT,




PDB;j

Topics

—EEMIVN)—EEHEFD/\—TY Y TUA{L
2022 & 2 B 25 B&Y., BT, BHFA-ROAUNL, BEUTTNESSLOTLERRE
I2&3 EM IVRI—I2DW Tl A—T9wT % EM 7—9/\U% (EMDB) [Z889 32 EABALTN
HUT,

https://pdbj.org/news/Mandatory-deposition-half-maps2
(2022 F£2H 25 H)

PDBx/mmCIFFR TOENFHRASHEET —FDIRHICDOWNT

NETEYENEERDIBET 71VIE PDB T4 —yhERATRELTERLED, 2022 £ 5 8 3 HLY
PDBx/mmCIF A CTORMERIBLET, WRIBMEFFICIVUEEERURIGS. 8 ID FEXATICETNESTRRIT
BIEZEBOTERUEN, COFEICRHT IR TRIENFNEAERICEINDIIANTOHIC—ELE ID MEIVIRS
NBLIICRVUET,

https://pdbj.org/news/Assembly files. mmCIF format
(202228 2H)

Protein Science
PDBj O5&&) 20 BFZE2L. CNETOREFEHRADZFHCDOVWTRNUHRX T,
Protein Data Bank Japan: Celebrating our 20th anniversary during a global pandemic as the Asian
hub of three dimensional macromolecular structural data, Gert-Jan Bekker, Masashi Yokochi,

Hirofumi Suzuki, Yasuyo Ikegawa, Takeshi Iwata, Takahiro Kudou, Kei Yura, Toshimichi Fujiwara,
Takeshi Kawabata, Genji Kurisu, Protein Science 31(1) 173-186 2022 doi:10.1002/pro.4211

Journal of Biochemistry

PDB 50 AFEZEEa&URESN The Journal of Biochemistry TABINE LR,
https://academic.oup.com/jb/issue/171/1

F/z. PDB50 &£ 2D /N —F v JL 5 [Protein Data Bank 50th Anniversary Virtual
Issue: Featured structural articles from The Journal of Biochemistry] © & F
INTVET,
https://academic.oup.com/jb/pages/protein-data-bank-50th-anniversary

THE JOURNAL OF
BIOCHEMISTRY
ZOETIE, 1971 FLIE JB SHICEBEHINLHR/IXD S5, 5IREHZ VLA 10 B, DERRE
DEVENRL 5 #ZEERY LT, JBEICHITZHFD NMR #EEICRIT 25X 2 T —9IR—2R
(B89 2mX 1 HE=ahE THBNLTLED,




Outreach

PDB;j

F—O—MBYRIDL2021

2021 F10A5H (K) ICHUZ41
UTCHESNIE. SATOTAIVRREHED
T—IREICETREEELICER.
ZEREIRDDHDARUS [h—=T—D
BRI 20211 (& - EIffFR
FFEARIZRAREERE) (CHNT
PDBj & U BMRBj MiEENC DUV THE
NI BRRY—FREITLEU,

SciDataCon

2021F 10 R 278 0K) IZAVSAUTHEESNEZ
SciDataCon 2021: The Global Open Science Cloud
Initiative [CHWT. PDBj BN7—h1J ERRLEERETD
HEIFTAX—IDT—IR— [XRDal BMBNATNEL.
BEMTRED Data RERICEVWTT—RRY T DHRRT7—7
1TICRESN, SEROBRRCERMRAFINTVET,

IPRUKJ—K

2021 F 11 B 15 B (B) [CAUZAUTHESNREE 19
| IPR URU—=KISHWT,. PDBj/BMRBj @ Data-in j&&j&.
VITR—IATEPRICENET D0 FE 1—7 Molmil DB ZETL
U7z,

BHADFEMFR

2021 12 B 02 B (K) ICRESNESE 44 B BADF
EMFREROTA 5L IERRNFEOF—IR-ZERE] 0B
LT, PDB DXIF—HEMDT—IR—2DIEHREEELIR
FRICI®ID. RDF 9507 —%ETICioitsn/z PDB/RDF
P—hA4TZEBNLELIZ, PDB/RDF 7—A17JI&X. UniProt
BREDT—IR—REBEDFESND SIFT 7 —5&. K87 —%
EREETIVEDOESMEZFHET S PDB REELR—FDARBZHR
AT TRILINELLE

NHKZAR vV DCGIERKICIHR

2022 F1 A 25H (X) F#% 10:00
DNoERENEZTLUESEHE. NHK IRIvIL
A2o0V% “€ 6 K" DITAHI IZBWT,
NISRIEFBAVEBIRDMER LRI 05 N
VBEDIKBEETIAERAINE LU
2020 F. 2021 FITHBREINZ NHK R
RIvJTRVWSNEZIOFT1ILAD CG 1
RKICE PDB) IF#ALTVWET,

CBIZ&

2021#10 A 26 B (K) [CHAVSAUTHESIN
e MEREBELFEEYMFR (CBIER) 2021 FX=
[ZT Cambridge Crystallographic Data Centre
(CCDQC) &HATRKRF—tvyavamELELR,

PDBj i5I1&307#ICH1TS PDB OSEE)., #8ET —
SDEEBEMEPIREEICDWT, wwPDB M 7T —44&3E
THWS CSD #5ERAU BUSTER [C &k 2#8:&1EE10
BHICOVTBNLEU .

BEE{EFR

202111 A3 8 (K) ~5H (&) IZFY5A
DTCHEESNEZE 94 BEAELFEFRARRICTRRY—
RRETVEUR,

BHAEEFERDZIEE J. Biochem. ® PDB50 &
FERXBTHBNULEL “50 years of Protein Data
Bank in the Journal of Biochemistry” &5 &
AT, J.Biochem. &EICHEINTWLSD 317 H#D
PDB IVRJ—MDX9F7—%I2DVT, BFEDIHREH,
DR, BRATREE, BITNR, 5IABHREDHESAT
FERDZERNFRITT DHSICHRETNZION)—&LE
B - BRELTVLETD,

SES S

2021 (% 3) F£11 A 19 B (&) AV
THEINEAABRYE BT 3 £ (2021 F) EF
EDEFEEIF—ICTHREZITVELEZ, PDBj h5l&
JOF#ICH175 PDB OEE, #5759 D@RERL
WIREEICDOWT, &F/z wwPDB MT—9REETES L)
% CSD /&AL BUSTER [CL318EREILEAIIC
DT, BREATICRNZETVELRE,

MET—IN—REBEE(AJACS)
INAAFALIRT—IR—ZAt%— (NBDC) DFE
ET2022F 1B 208 (K) [CHEESNT=A51Y
BEWIUNIEOT—IR—XEERT 3]
(AJACS #2542 10) ICT. PDBTF—%DRA. &
FE1—7 Molmil VWA, BLUCREOI—ETY
I —EZ HOMCOS [ZDUWWTIIRIEBA L ERZ
MERZEITVLELUE,
EERIFELTEETRVRATEETEEY,
https://youtu.be/lapa-dAwmpU
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PITP TERAICEMIEBEICDLT

TIUTTRAIC PDB [CESFINIBEIKIRAFEEREMRFRAMDAFIEX
BIEROTIW—TH@EIFLI=NYADETEF~oOL ¢ (PDBID: 1cyc)
TY, L, TNETENEEREFO>TCLT “PITTRIICEBINTES
EHYADFoOL Cc TY” ERULEFTVELEZ, UNULERFFZITICIE.
PDB [CEHFIN TN DZEND, ML TRITSNIZEEIMhCEH >
feCERMDOMELIZ. RANS 1972 FD IUCr REFARICHENT/—AX
IVEZEZED D. C. Hodgkin B4SHBED T IL— T TEERTURZA 1) D OEEERERUZERIC [t
EHIC2<BIICHEERTINIA VY1) D DEREENH D] CESNERPOBRFENEVZEMNS
Nn&ELRZ. 1972 0 IUCr RBASDEERZHRLLECS, 5 HEEHOBENARTIEIIL—T(CLD
2.3 A DEREEDFERIEE T, TDREID 4 ZEDEEN Hodgkin #i%JIL—F2LD 1.9A HEREED1
U2DFEKRTUR (BRHAIC, 3 BHEDOBERERFEHERFDIRELETIV—TFCLD 3.1 A DfRED(Va
U HERDEFRFREBIEAICLDMAERETY). EREERFEARE C/ITHDEENERNIC2DE
NENEZERT, PIUPICIZEACRHRIC 2 DOBENH I EZRUTVET, FFREEZSHEFTANE
FIEOMEIDT, 1972 FICHEERNTHIRSNIZREEDI RN 2.5 EoMERESERSAEWHRE]
ERUEFET, ABEREALELRR. 1970 FIZ4.0 A, 1971 FIC 2.5 A DREECHEEH BTSNz &8
INTUVFELUEZ. BROFRIOAL ¢ DEBEICDOVWTE, BAEEFRFDILEEARELLERNFETTS
J. Biochem. %80, 1970 FICRAATHRESNZERELLFERT 6.0 A DBENERINEESR
DOFRFELHY, 1971 FIZ 4.0 A DEEN J. Biochem. FEICHREINT, 1972 F0D IUCr FHAKT
2.3 A DIEBENRRINLEENERRBLEUR. INETOIDEREEETIETDEHRII, SRIFEESDIE
ENENEREFEHDCEIFETIC, BRDFBEOTRICHEERLT “PITPTRIICEINIABELFE
FEFHAIC 2 DHUFRT “CRETE VRIS EBVLET,

RRAFER BT SRATIRRD

Protein Data Bank Japan

BIEEEE | = R (RIRAFEHERRR-250%)

{ PDB/EMDBF—9R—2 B2 )V —T } [ PDB/EMDB>—9R—ZBE{L T I —TF }
Rl BE  (KIRAEEEEMEAH 22 BiEE  (AEFRAZEISN 3R)
B¥ BEF (ARAZEEEWEAR-HHIHES) KO BA  (KRAZEEEWRA-5R)
BEIE  (ARAZELEWRT-SEHES) Bekker, Gert-Jan (KIRA%EEEMIEA - L)
IR (KIRAZERERRAR-FHIHERE) RR MEF (KRAZEEEHMEA -B)
BB AT (KRAYELEMRAR-SEHES) WF BF  (KIRAZEAEMEAR - RHSPIRE)
SEF  (ARAZELEWRF-SEHES) T En  (KRAZELEMRF-SENRS)
BMRBF—SN—REEEE )~ } | WREnE
WEBE  (KIRAESEEMEH-22) i BA  (KIRAZEAEMEAR 25%1R)
1RIB RRED (OREIAZ T 308) HE®  (BEOKLTFAY KB/ TERAAL F—FHPIIUR
BN EE (ARAZEEEMA HEHE) 24— Blt>9—EK) for EM Navigator
EERE  (KRAESEEMEFR HEMED) BAEY (RREAXEEEETEM-RERLE) for EM Navigator
i BE  (KRAEEEEMEHR - HEMEE) I EE  CREHRF SRR SRRt 59— L BHEE)
B e (PEAXZHANZRAEMR-2R) for ProMode
{EMPIAR;—“—Q/\‘—zgigd‘)I,—j" J BER  GLEAIELH-ERE) for ProMode
- ——— PSR RRERENAEAZERHR)
s iE  (BEEFMEEDS-HRE/ AT BE GERILAFAZRIEREHER-2B) for eF-site
RBRAZFE A IRRER RHAAL VERR) Standley, M.Daron (KBRAFMEEMIHERZA - 508)
R RE  (AIRAFEREH A IR for SeaNavi, StructNavi, SeSAW, ASH, MAFFTash, Spanner and SFAS
BERN  (KRAFEAEHMRA-FHEHES) RIS (RBRAZE M EMRERZART - #308) for MAFFTash
EAM BT (KRASZEEEHET - SESERE)
. CERYCCEE(E :
{PDBJ v S Tel: (06)6879-4311 J NI IN—TEICHBIBRVAEDE] E E
N https://pdbj.org/contact [y
 PDBj &8$#R Tel: (06)6879-8634 PBRFEIITUET of 22M

T565-0871 APRAMEMIILEE3-2 KIRAFEEEMRFEF A

2022537 #17





